95 iR EFLERRIA - 2B

EBEEYE

(B) 1. % ?U?EE VR 23 #ES+ bl (kingdom ) » ™ Sl 8 1 Eeag = bl?
(A) ATA - B) Wi @?ﬁi’gﬂﬁi’ﬁ% ©) FIfuRER R (D) ik
(A) 2. PSSO PSS R (fluid mosaic model) » ™ F[I#ar - ?
(A) AR B BT (phospholipid) ff i fHI [ 72 f(lateral movement)
(B) AL w3 [Wﬁj [Ligia %EJgﬂip-ﬂop movement)
(C) S VAT T i FEEh 5 SR S TR PR TR
D) Eﬁﬂﬁ@;‘/ HIAE > SRR R
(B) 3. [IfetsEf fﬁﬂ?ﬁnﬂl?
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(A) Parader-Willi syndrome (B) Angelman syndrome
(C) fragile X syndrome (D) Down syndrome

(C) 20 ™SI T, 3 Sl RL PO - 7 i 2
(A) bicoid £Lf M%ﬁf AT &?ﬂiﬁl SR
(B) gap El[“f&ﬁiﬁl?t =L
(O>74X d’ggi_“ £ pair-rule FLRNZABETERY
(D) = A5 HLRLIN S homeotic HLINZA@FrE 7



95 iR EFLERRIA - 2B

(C) 21 ™ FIE | RHFE= 5L P (proto-oncogene) iU#t - {7 ?ﬁ%ﬁ?@
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©) J[J(epistasis) (D) ¥ (hybridization)
(B) 23. % P7i(biofilmyhLe ™ 3] §755 2

(A) fETVEY (B) A A A © *IHPRIAH D) K= pueT
(A) 24, Yl B =g P VAR I 52

(A) [ilEE A5 (fixed action pattern) ®B) E?I’E”I [~ (habituation)

© izﬁﬂ%‘ =] (classical conditioning) (D) fs [%U?v‘ =" | (operant conditioning)
(B) 25. mT’/[]F"E Jrja%é?%ﬁfﬁaﬁ@%é B (T Wi
(A) == FtFEF(long-day plantyffife! ® |~ FAg S RO R T ¢ B ™
(B) FEF|* A &3k (phytochrome) ¢ fERH[SA &
(O FEPpk S Al ot B i i 7 Pro b Pfr [P =N fei] e
(D) [ 1 BtFRF(short-day plant)ifel €~ Pl SRy FIFY G Y @ 1
(C) 26, P EE - 75 AR o) A )
(A) BEEek (abscisic acid) (B) % =3k (auxin)
(C) #FMas55 2=k (cytokinin) (D) #Fs3 (gibberellin)
(C) 27, F WA T JIFRT T =1 (™ P as J [l Fa e
(A) 1T B) PERT (O ﬁFﬁ’b (D) fEper
(D) 28. sk fﬁﬂé‘?gﬁ‘%%ﬁ%%ﬁfﬁ:ﬁ?
(A) P45k (ADH) B) i?““?ﬁ(renin)
(©) JEfifaldosterone) D) ¥ JJ—%UJ:”E’T’{H[J%(ACTH)
(B) 29. ¥ ijﬁz WA (sympathetic nervous system)i Ak - ff %ﬁ?{?
(A) =B (B) i A o P RS Y T glycogen) [0~ i
© fﬂﬁ“ﬂqﬁ? [EEE (D) BT
(B) 30. *wéj%gqgﬁﬂmﬁ?i DRSPS > (P H D
(A) 5 (thalamus) — @?ﬁ?,ﬁ'\@ﬁﬁ*ﬁﬁiﬁm?@ﬁfﬁ
B) j@ﬁ‘ﬁ‘[(pon@ — 17 @fﬁﬁﬁ'ﬁﬁfé
©) %ﬁ%ﬁmedulla oblongata) — WW?F@I%@W%}EJ@
D) T E]ﬁiﬁ(oerebellum) — At {iJEIUT?ﬂEJﬁ
CA) 31 " APy e £ PR e Y B2k (melatonin)?
(A) Y pineal gland) B) ﬁ'JF' LR (parathyroid gland)
© E"ﬁ‘l—’iﬁ"(adrenal gland) D) ’Tﬁﬁ Ip(pituitary gland)
(A) 32. 7 Mpv EF J'E?‘H [ ETI‘F’Q 53 VAR (hydrochloric acid)fkL ™ 3] fff AEAF e ?
(A) = AFe(chief cell) (B) %A Ha(epithelial cell)
© ¥ J‘Eﬁ“kf"iﬁ’(parietal cell) D) Z’!ﬁrfzéﬁE'ﬁﬁ’(mucus cel))
(C) 33. ™% F%fd%f’fﬁﬁ?f e g VR ?f‘ﬁ?@
(A) 23— HIE[T 8k (type [ interferon) — ﬁﬂﬁ‘ﬂ”’ﬁ% FE
(B) 7= HKiE[T &k (type Il interferon) — THU%%’WEIP?EE'?W%@@%E[W
(©) ARG+ (cytokine) — 73 i‘“%‘ﬁé}
(D) JEE RS- (tumor necrosis factor) — & 3=EdA 1w



95 iR EFLERRIA - 2B
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(B) TEERY lﬁi '?[1‘2?53% FY 55%
€ fT‘E ﬁil ot ZPY S VEVELF 1T (albumin)
(D) BrE - 7 IS erythrocytes)>F 17 ZR(leukocytes)>" ' /[ 5 (platelets)
(A) 45. fiﬁ?ﬁﬁﬁf’i ’ %"ﬁ\'iﬁfﬁi E_’F ’? F'ffqﬁ% ’ ﬁﬁf@fﬁfﬁfﬁ’fvﬂffﬁlfﬁgﬁf}ﬁ?ﬁg 9 )
(A) I'J COAN O puh=085f 5 (B) [~ SPEEV= R e LA < i
(O T Bl PR = P (D) i T <



(D) 46.

(C) 47.

(D) 48.

(D) 49.

(C) 50.

95 iR EFLERRIA - 2B
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(A) I} TP (invasive species) (B) “fEF7E (pioneer species)
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