[oszeEse | g—raxEnt | IBEiatd

(=23 77 F 18 B 2 B g PR 252 192 E2 )

(A) 1 EBMBENIVISBORE RSN - THIRL &SR ?
(A)THEFZEE (depth of field) Az B)FRIFERE (diameter of field) Hi/N
(OZLfErEEEE/ N (D)FLIEERR
(B) 2 ‘B el s Al R CR LA S MY IMRfELAE ?
(AfEH By (O D)t
(D) 3 NHMEEARRE AR AR EE ?
(A)acetic acid  (B)tetrabromophenol blue (C)sulfosalicylic acid (D)nitroprusside
(D) 4 HEERIRILE - BRAUSZRIREA THIH—IREES ?
(AfERRCR BYEORME (OFdEEETEZRE OEEEHERE
(B) 5 NHIMaITER 5y BER B FRIRAER ? O MEMALZE (methemoglobin)  @FE4LZE (bilirubin) 7
HEZE (levodopa) @4#%EHEMEE (Pseudomonas) (GFRZEEL (homogentisic acid )
AHDRB BIDAG® (CRWE DB
(B) 6 TFIafeE(bEEatEae A IR AEAL R ?
(A)Clinitest (B)Ictotest (C)Acetest (D)Ehrlich's test
(B) 7 DURESASE ARG, - EEZ ST T2 & EE 2
(A)acetone (B)acetoacetic acid (C)B-hydroxybutyric acid (D)bilirubin
(C) 8 THTENEMPKE AR R A EEEIE 7
(A)BIMEERE  B)uafHiEE (Ofg&fE (D) mBRAHAEE
(C) 9 Benedict'sg{ffl = T 7ol 2
(A)nitroprusside  (B)sulfosalicylic acid (C)copper sulfate (D)tetrabromophenol blue
(D) 10 THIaEA G HEF R LEEAUE ?
A)ERFEAR B)EtbE O#fF4EEC DAL
(D) 11 A& RESE B IEE BGEKE LAV R EERENE ?
(A RS BEETLIEE (OEZEREMIMEE D)o AN
(A) 12 FRIUEZ B/ INE bR AT & s br Ay B R - BN & A HRE 2
(AMM4LEK BLR (OIELLEK (D)FERTEK
(B) 13 ARIHE(ERVASEDFLZEEE (lactoferrin latex agglutination ) 55& - & FIFYE2ET N1 ?
MFEmNEERS: BYEEMEEEMERS: (OFBEDM (D)F4 R,
(A) 14 FEELESHT - THIERERE T DI Bh 2 EriE B2 ?
(A)Watson (B)D-xylose (C)APT (D)Pyramidon
(A) 15 F{EREM ST - (EH T e 2
(A)Lugol's iodine (B)Ehrlich aldehyde (C)Thymol blue (D)Methylene blue
(C) 16 THIelfEBR N G SR AT iR SR B s ?
(MFfisERZ  BFfREEREMEAT R (OSIRIFE MR (DR
(D) 17 £k Auramine-Rhodamine (A-R) F:EUAMAERREHZ DR AIFCL » N H1{al 5 ERE ?
(A A ERFRREAIEGA
(B)4EHZ 7 BT B BLA-RALHIH4E & 1858 - 8 3SR
(O FEHERI UM (acid-fast) Zetrk - RNEHRGM
(D) FTRZ LIRS 221
(A) 18 FRIRHA R WA BT - ATA0A TSI DAAEZE 2
(A)10% NaOH (B)E#E (C)EEEE (D)IN HCI
(D) 19 FRAMSH IR ALY S - FESE TN YIBEEN ? OME R Q4LIMIRAERE QFS4HHEGEE
AEDQ BHEDS OEFESS DdDAD
(A) 20 Z&FMEEILIEZ A SRR - T ibR(E i 2
(A)FE#EEH (myelin-basic protein)  (B)ALIEE
(O)C-KZJEEH (C-reactive protein) (D) &EjfE

1 -
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(B) 21 FEEHHRRERMEST O B Bied - HEE PP A fmBRAES0% 2L L > R ELE r] sE Y 22 R
(At (BYAIETERSR  (OMRURIERIESE  (D)FRIm i LB
(D) 22 FARNRSREDENE ZROL » THAEHERR 2
(A)Rivalta test R4 2 B IV E sl - fOARET E
(B)Rivalta test/5F8GR0M A & /KBS I 2 /KA > FBEE O A EHRIE B S
(CffftifatiZ (refractometer method ) » w] DUKH{HAE & I /E RS
(DYHIERIER - SEHE S & - $REAEHNE (transudate) BUZHUK (exudate) J2H AKHY
HE
(B) 23 FEFEMSTREBLRAY B &R HIE3.6 g/dLAI2.8 g/dL » IR BELLE I REHI2ETE
(AT RS  BFHE  (CFEREMERR  (DFFEEL
(C) 24 THIMa[FER R RHETR O MmBRETEL 7
A EHEEDK BRREEK (O)5%EEl (D)0.1 NER;
(A) 25 FIHPCRAERAETRAVIIEEEYIDNA » AIR2E A ?
(A)Borrelia burgdorferi  (B)Neisseria gonorrhoeae
(C)Mycoplasma tuberculosis  (D)Treponema pallidum

(B) 26 Ha HIkE RN MR REE S - BT AT N5 EHYThEE 2
(AEEE BFIFIE (OFAL (DK==
(C) 27 sRiglFEsIR L BEESRC A ER) > T DA T AR EE ?
(A)FHH&ES > fEEH TS LB
(B){sf Feosin-nigrosing4 & » {FiEE A4y FEAE
(C)Ji Aglucose ringerZif > {7 &% o] AR G
(D)’ Anormal salineZ5)f% > 17 &4 o] AR EEN 14
(B) 28 HIFIRRAT 73 0 R RS REIME IR KE R 2 2%/ 0% ?
(A)5~10 (B)20~30 (C)40~50 (D)60~70
(D) 29 THIERNBEEFEMER#EE (hCG) GRETSHIRUL » {i=&1EHE ?
(A)ZIE ORI A — MR TEER — B/ INEHHRE 53 hhCG
(B)RaEs fb & 4R 2 E MR AT A RS A T — MR SRR — B NE AR 53 A CG
(C)YZ BN 53 hCG— MR TG — )8 £ IR
(D)Rass ah S 4HRE ZZ B AR 43 b hCG— MR EER — 1808 2 PRI
(A) 30 NGBS EE AR E 2 B T aH Rk 2
Aaf1ig B)rHo OrMA D)eM
(B) 31 H& (sandfly) 2 FHrEHREEE ?
(A LkgagESR: (Trypanosoma brucei gambiense )
B A EHE (Leishmania donovani )
(C)ZEE %4 (Loa loa)
(DY R EFE 23 (&5 (Dipylidium caninum)
(C) 32 MFIfa#Z& HEERE (trophozoites ) #2442 OIEW>KE (lodamoeba bitschlii)  (@F2 a5
( Trichomonas vaginalis) @#&fZr>k. ( Dientamoeba fragilis)
AEDD BIEDY® OEFE@R DDOD
(B) 33 A\#EnzF(fu4: (%% (Echinococcus granulosus) Hyzzblif% - HN$4f#% (oncospheres) 1% 5]
e BaHSP A B4 2225 (hydatid cysts) ?
(ALE  BAFHE (OF e (D)FZ T4H%%
(B) 34 Sl EEHZ40E & (Diphyllobothrium latum) HY9ERLRS » T 7ol fdifs & o] (i A hERL a2 By
g 2 OFR([FEmE RS ORMEEEGEN OE [FEinda: Il
AEDD BIEDR OEFESOR DDOD
(B) 35 iz (Ascaris lumbricoides) J5 RV [FRaagt - BRIV INAEHE T IHEEFR ?
AEIIEeEt B)ERINNAR S
(OUNE: FEABEEAR (albuminoid coat)  (D)&:IIEINETE
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(D) 36 NI B FEORE ARG 52 ATz &% ( Clonorchis sinensis ) B 5%t W s ( Opisthorchis
viverrini) ?

(A)FE[EREII AN B)IEHERME A MmBkVEE (OFKIER  (D)FEAEEATES

(A) 37 FRASERER O MBKETE > MRR 24 S R AR Fyfal 2
(A)FHMmERAAAEE  BYARRALIMER  (COF4LMBk  (D)Ziin/IMi

(B) 38 HREHIE (transudates) BLZHUK (exudates) 2Rt » THIfo#E#EaR 2
AR ILERIER RS
(B2t A Rivalta test2 2 [ [ JiE
(O)EHIK 2 & 0 B2 HRK
(D)2 R Bk R — R 2%

(D) 39 R/NCENRGREF5 L FETLRIANRIER - FHHhEE 2
A)LUR T BYEEWELZRERNE (O (D)5 HE K15 #

(A) 40 IEEWEEIRAFEER N ?

(A)synovial lining cells (B)RA cells (C)cartilage cells (D)LE cells

(B) 41 H Nk~ fEEHE &) (Preinitiation complexes ) H » (o[ RN &g HFBIDNALE S ?
(A)RNA polymerase (B)Mediators (C)Activators (D)TFIIB

(A) 42 Deoxynucleoside triphosphates-F Y H—(E i FEIREDNA & KES » & {REESAYDNAHR ?
(Ay. (BB (Cy (D)

(D) 43 THIFESF ik 752 B slaR oK -~ & B IRy 774 2
(A)ZEE T B STl EE £ B ( Mutagenically separated polymerase chain reaction, MS-PCR )
(B)FEFAEE FPH RIS E (Nucleic acid sequence-based amplification, NASBA )
(O)fEgH A M ERYHERS A ( Transcription-mediated amplification, TMA )

(D)FEAZHEEE (Hybrid capture assay )
(B) 44 T%HRE A Emicrosatellite markersfyR il - {A[3& 3521 ?
A BT HERFH T E
(B B 56 F10fEfZ e B— ALV EE T
(C)Microsatellite markersHYEE#E PV EH A EE
D)EZr i &R NS (Genome)  MIEIFIER heterochromating;, euchromatin

(C) 45 DIE—ipEEE/EH (Single base extension, SBE) #k{EHlsingle nucleotide polymorphism (SNP) -
SNPATERINL B SE °
(A)SBE primer 5' Ui s — (A% 1l
(B)SBE primer 3" Uit iz (& — (% H
(C)NFE{ESBE primerf73lH » ZEHESBE primer 3" Uit 55 —{EfZ ik
(D) RN{F4ESBE primerf731H » ZEHSBE primer 5' Ui 55— (% %

(D) 46 THI{rfE N R F-ryH A & s BRI AR ?

AETE—RT BEFEME=ZHRT OFME/ KT OEMFEILAT
(C) 47 THIMaERE «(8; 14) MRHRHVEZZEY) ?
(A)Chromosome 87 c-MYCEEL[R B chromosome 14 IgHEE Rl & ik c-MY C-IgH fusion protein
(B)Chromosome 147 c-MYCZE: R Eichromosome 8 7 IgHEL Rl & Flic-M Y C-IgH fusion protein
(C)Chromosome 87 c-MYCEE[REichromosome 1427 IgHELR Gl & i IgH-c-MYC fusion protein
(D)Chromosome 147 c-MYCZEE[R Biichromosome 8 7 IgHEL Rl & ) IgH-c-MYC fusion protein
(B) 48 THIMa[FERES; 2D HEIRVEZEY) ?
(A)Chromosome8 2 AML1EE[R Bl chromosome 2127 ETORLRFE & AML1-ETO fusion protein
(B)Chromosome2 12 AML1E: R Eichromosome 8 7 ETOE: A& X AMLI-ETO fusion protein
(C)Chromosome8 2 AML1EE KB chromosome 2127 ETOE ARGl & X ETO-AMLI fusion protein
(D)Chromosome2 1 2 AML1E: [ Biichromosome 8 7 ETOXLR|GE & ETO-AMLI fusion protein

(D) 49 ZE34 Ry s 2 GOPDERE R Ly

(A)95 A—>G (B)392 G—>T (C)493 A>G (D)1376 G—>T

S
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(B) 50 BAFNBRCALIE: A 4Ry 2E8E = Rl - Tl EfEas ?
(A)E SN EENEDEEY)  BEZE0EAEEENIIEE
(B)ZEE M1 B FAEF ~ 2 FBREHI L E
(C)ZE B 2 A 11 8 I E A & I3
(D)% AR 28 g 1N Lo LA B3 4R
(C) 51 TFIHRFHIVKORCLE R R o) & EHE 2
(A)VKORCIEZ H] #¥fvitamin K 2,3-epoxidefi# i Fyvitamin K hydroquinone
(B)VKORCI1EH-16391 B 75| FHGE KA & i i) VKORCIE ZUE M F7F
(C)VKORCLELR 26 A My 52 Bwarfarin 5271 1 FH 7 &
(D)VKORCEEZE M 5 AT 7 <~ warfarin 22917 & Al i
(D) 52 IHIfTEE R 26 B B LR EE Y Jirinotecanty 35 M RI(F FH & A B 2
(A)CYP3A5 (B)VKORC1 (C)APOE (D)UGT1Al
(C) 53 FFIMerfEK A\ i A o Re 75 2 H clopidogrel ?
(A)FREALEIERREZE (B a2 E
(OFZREIR S B AT TS (D)FE AR B
(B) 54 TFIfafE NFEAMERPUR (HLA) EARZIVEMERA (Allele) ?
(A)HLA-A (B)HLA-B (C)HLA-C (D)HLA-DQ
(B) 55 THHaEREFPRHLA R 2 85 B EAZ HEE ST (Sequence-specific oligonucleotide probe) A4
72
(A)EJEL19~20 bases  (B)RNAFRGT (CO)FHRFZHEE (D)#EHARE (Label) PE
(D) 56 5 fe g vp 28 FH PCR S JE A & PEa B > 1 710 o) A 122 /il 4H 7T DA R A /% DNA (B R 7 2 £ false
negativeJ455E: 2
(A)Reagent blank control (B)Positive control (C)Negative control (D)Internal control
(C) 57 fE HA R AE Rl A5RARSHE R TE R rh B Ze ST 0] - B Eny 7 =0k ¢
(A)ZERRFEER (whole genome sequencing )
B)&4MNETEF (whole exome sequencing )
(O)BHEEISESF (targeted sequencing )
(D) & iEs#AE EFF (whole transcriptome sequencing )
(C) 58 4HEHYFT T8 2 0] 77 R lEAUAZ B VB IO AR SR AL » SB[ T & R B LI Y E i
Kk ?
(A)Strand displacement amplification
(B)Nucleic acid sequence-based amplification
(C)Branched DNA signal amplification
(D)Ligase chain reaction
(A) 59 THIaIESTFAGOHDEA 58 FH A s I B S BB R A 2
(A)Arbitrarily primed PCR
(B)Pyrosequencing
(C)PCR-SSCP (single-strand conformation polymorphism)
(D)Microarray analysis
(A) 60 1ENRIREIRINS » Aol s hpEtE B2 RIME 3474 (RAPD) SERAVFI{EE 2
(AFIFH M 25 » aRETIAEEE IR
BYEFHE 5 [ F TR NS
(O FHRR Il U i ZE )
(D)5 | 1R B — S FE R A TAZ R B I
(D) 61 EREE LEZEPIEESEEE ( Vancomycin-resistant enterococcus, VRE ) AYETHL » THI{a[EHEER 9
(A)EF Zvan-encoding ligasesfyZE8 it pk
(B)vanAfilvanBEL R F ZFHEHIRFPkEE T (Transposons ) |
(C)vanCHEL Rl A#E FR PR & 2 A T RE R (0%
(D)L EERL Ry 58 EvanC > vanB > vanA

—q -
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(C) 62 HEH ez » FEESE T —(EERENETER ?
(A)16S TDNA  (B)I8SDNA (C)28S tDNAZJDI/D2IE  (D)5.8S rDNA

(C) 63 THafdp s, IYERfaiaivaile » &R #E N DIPCR B ERREIN 7 28 77k 2
(AR EE B PEREE R PRIE
(BRI 5 Hifi sk S+
(OB R4S, R HE M
(D) BESHEERES 32 B A0l

(C) 64 FHEAIMAE 26— AR IEG = 5 2 E ML R e iR s R0 HIEEE S - T 7 &2 E SR
SRS INEVRHEIHE 2
(AMIZERRSR (limit of detection) — (B)FEMERE (C)4¢i4#iE (D)RFFM:

(D) 65 FFIforfdat b nfEBL A B N et Z M E g AR E - FERE e — R N REfh = HmE
FERBIEBUR B EEME 2
ArEbtitis BEIFEGEEERE (O T ExikEyE O)EEEER

(C) 66 Bl =SitaRe 2 NP2 % (Human Papillomavirus, HPV ) [EZSHYRGIL - (o[ FFHER 2
(A)Papik /5 &A= LLBII ARt
(ByEs M NSRBI FE N EE
(OFTA B AN E g A iis S e
(D) R] DL & B e S T (e R B 1l

(B) 67 BN EEA T T ( molecular beacon ) fi JHI f# $% /1 2 % 5 #E 8% ( transcription-mediated
amplification ) EEPIIVRCL » TFIfEEERR 2
(A B A ENE TR R M TR AR ET
(B) 75 B Gl FH S FF A AR e e A e et
(O)YFEEH I RA 77 IAEECEE Y F5 A5 3 (reporter dye ) FIZEHZESE ( quencher dye)
(D)TEMRDR T TR R

(C) 68 NI ERNEEH LA EFMEEIMA T 2
(AIZ T FREZES:  (B)A R B ElgGR % (deletion )
O=tleER (D) Et%HEEEA (insertion )

(A) 69 FREFuALE R A& HIRAY R ARV M E MmRRRA » MRt &igaR 2
(A)EE 7 SR B A A T AR p 7Y
(B)HLELZ BT a -thalassemia- 1 FE K7
(OAIHIRRZ a globin FEREFSEAE KRR EL (20kblL F) B
(D)Gap-PCRAgHIE BT LA X8 A1l Y

(C) 70 M S RUEERAR BT AR A XU R R L T i B RG2S B S s B 0 - BIADEEMEAID - Bt
JTERIMHBRRCI > T H{0 3 EHE ?
(A) ARG AR T B T G R A S S M IR A A M RS R 7 B
(B)HJFH/ZEERDNA (duplex DNA) 7 EG& BT E AV A1 ST EER
(C)EEREDNAFE A SEECAVL H I - SR BB i E a1
(D)EFTEM: S RE R BT AR » BT EHALRE AR E

(C) 71 T Fhekp T3 7E T LI A AR As FL R #E H 838 2 (copy number variation, CNV ) > {d]
HERIN?
(A)XIAER# (Next-generation sequencer ) #{T&FNIEF
(B Y1 ELf ELRI4HE2C (array Comparative Genomic Hybridization, aCGH ) i
(OZAAE PR ETESR S ZZE €7 (RNA-sequencing )
D)X MAEFFERETTINET4HER (Exome-sequencing )

(B) 72 NIfalfdeE o & BLE2F4AE & e dl AR A PR HI%S (restriction point) ?
(A)P53 (B)RB (C)RAS (D)EGFR

(A) 73 THIferfEELRIY8E B Er il pl AL 7 A Etamoxifen) G 2 A= Hi2E M 2
(A)TP53 (B)PTEN (C)PI3K (D)KRAS
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(B) 74 ShGEME'ER (gastrointestinal stromal tumor, GIST ) HFYC-KITHE[RNZEEE » A FEAl—INET 2
(A8 (B)Il (C)13 (D)17
(D) 75 EML4 (Echinoderm Microtubule Associated Protein Like 4 ) EZALK ( Anaplastic lymphoma kinase ) 2
Al &SR (EML4-ALK fusion gene) 2 Hififise ohi RAY—fEZL g { (translocation) 5 » N
HIfeTHE T A i R A A A s e LA () 2
(AyEHFEA RS (FISH)
(B)RNA [ i g5 1% 1 TR G $H i (RT-PCR)
(O)fpfEeak b gyemrk (THC)
(D)DNASEEEfFE (Sanger sequencing )
(C) 76 EhERREEEE RN MURER » e RN T Z R Ny fEE e EE 2
(A)ELZE%E (point mutation )
(B¥EH#ES (CNV)
(O)ZuffEi=E Ay (translocation )
(D)7 gET- (exon) FEAMMHER (in-frame deletion )
(B) 77 Fytp oy riahnzE 2 59% » MRG0 & iEaR ?
(A)EEAEIREEETE 2= /D3 {25 » Bllpre-amplification room » amplification room Kz post-amplification
room
(B) R A AR AR tip - BL 0] IR [E 22 A E— S i E R E
OFEZEMA R - REFHEEGR SR r e 0HEE —=
(D) A\ B #EH A [E] 22 IR AE B clean to dirty
(B) 78 BHNEE T H = H1TH% M58 (Laboratory-developed tests, LDT ) 2 an/E B HIHIAIL » TFI{A]
HitaR ?
(A)VEHERL H AR RN AN
(B) R % fHgold standard #E{HL85
(C)/EHER A Ay = I
(D)ZE RS HoAg ML AR R 21
(B) 79 A—RE&KGHFHEER  FNAHERSENTEE  KRELFEER  BRFIEPHUALEAR
W Erp g A RS H 3 AE e B ES0BR DA | » B B oh— (i SRR SRR B By SR EEY
Bif% o SR DL &GN > O HEET 2 R B TTRE A NS el FE s 2
(A ZIEMERF M EIE ABHE
(B):EEHMEIHE At KIS BRGEEHE
(ORI 4R %
(D) &M A RS EEERE
(B) 80 K FRH » bl i A oI REAE RYIMoltd o g A R E AR5 2
(A)LAprotein truncation testfg HIAPCELIR Y2 88
(B)LLpyrosequencingfg;Hlmismatch repair LRI 5|
(C)LAdHPLCHg HIBRCA2 LA iy 2 88
(D)LIDNAZE Fr i HIPDGFREY 51|



