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10.

11. ¥

12.

13.

14.

SRS RSN

(A) 5 &% (B) *=Fps C) %4 % (D) p%%
A A g (Bohr shift) e g @ o F fra R fRAE Y B2 e R AT T AR F LA g ?

(A) pH & (B) s =% LR C) §2AR (D) &2
R R W LR T A e & 2 Y

(A) 35 7 (B) "3 C) tp& (D) &i-ki &4
. B 74wz (eukaryotic cells)gc#- + # TATA = (TATAboX)2 & & & T fm f ?

(A) EApERE S & ki (B) #_mRNA iz B +=(reading frame)

(C) ¥ the &} A5 R (D) Hgrkentb b F] 5 2 5 £ 21 =

. Mt in7e k= (apoptosis) st T F e ¥ F I FE 2

(A) m# i DNA o2z B3| > mse i) % & i (blebs)
(B) Mmre = > AfE o e BARAEEH N § AR E 12
(C) im®z e DNA frve B iR45 % B > wmis 7~ = 2 5
(D) im%e frga e BE A2 0 fmre B4 SR 5B

. e B E B = fin K f3 % (phosphodieterase) sndr i &) - 1t & & 40 Bvh 2 veesips > TSR fde cnlm e o R 4 7

(A) *LpFFL Ik & f# (adenyly cyclase) (B) #2; AMP (CAMP)

(C) &1t hG ¥ (D) A phps (b ehg-n
. F 51]1‘63‘&} AR TR U] o P bl U L g

(A) ”%’ g (B) *=iipe C) =% #& (D) émdr~
LTI AREP endwre 1 (T )R Rl 3k s (2)4 e~ ([)4 0 e £ i #i(diploid) ?

(A) (7) (B) (¢) (€) (7)f=(=) (D) (e )1=(7)
BT TR i A > TR R ?

(A) ten B Z > T5E D renin > 1475 i angiotensin

(B) # = /R 3R < %EpF > atrial natriuretic peptide € $#-c > i = BAF LK i engt )
(C) Angiotensin i®#* % % & i = §-5i3k & Pk eh4v 5k

(D) Antidiuretic hormone (ADH)eni®#* % i -k i» p T %E =t

T A B Bl R A S SE s ?

(A) < preid (B) 3 i A ib¥E % (C) rdie & it 3 4e (D) % i igd %M
FoEPA PR M 12 R 2 A S FE RIRZ S 4 (homologous chromosomes)™ it & 4
s = & fe(independent assortment) 3 A 4& = & ?

(A) 12 8 (B) 24 4 (C) 48 & (D) 64 &

T SR e 4 (cell cycle) shgit o e 45 2
(A) #1F fmre e GLI £ R ¥%4R

(B) m¥e 3¥ #p cn* 4] BE(restriction point) =3t GL #7272 S # ¢ 7
(C) S#ehi & x4+ 5 DNA4F

(D) &M > imes ¢ 2 (74 54 4 (mitosis) 1 2 e 5 4 % (cytokinesis)

Etiq
0

AT o oW R T - B2 fedf ps A (acetyl CoA)iE » 1§ H¢ & A Bk (citric acid cycle) s - ¥ & 4 & i NADH ?
(A) 1 (B) 2 (€ 3 (D) 6

Rt AP AL AR ea Tk e BRF RS A ek 2 B GRR ek k2 & 4 (erythropoietin) 2
B R a4 A E LD P R AR D

(A) *o L-%8(pituitary gland) (B) T 4k = (hypothalamus)

(C) " %(lung) (D) % #%i(kidney)

Al (GEm) H5H 5 2H
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15. 7 3L 2 47 3 ¥ £ 48 7% 15 B 2. Antidiuretic hormone (ADH) 4 is f -
(A 72 9’%1)‘\ B (adrenal cortex) (B) ¥4 ﬂ:jwfi%”f (adrenal medulla)
(C) "%~ ZL-%¢ = 3 (anterior pituitary) (D) "% €48 {2 ¥ (posterior pituitary)
16. m*z » SiRNASs (small interfering RNAS) >+ AL F1 & 2 A4 B85 ¢
(A) Frif] g g 17 % (B) Frf] g Fien
(C) #r#I DNA = & it (D) 4l 35 o fiat
17. T 5| firime £ 4 B3 5 - BREBRST i 12 ?
(A) 12 ¥7 P (B) F %gir mie (C) % -kizlm¥e (D) P2rriz fmbe
18. Filp 4 & ¢ B8 wre & A2 > 18 d [L o Jjplwove A Bl o PR E 5 K 1 (Taxol) i imre & ) enB 84 & £ 7 5 f&
iT#® 9
(A) & ¥ 4ERY(spindle) & /% ) = (B) #& €k # & & (tubulin polymerization) % *
(C) k&g ¢ Reniv (D) 2 #&+4 (depuring) it *
19. iz T fma £ B (CL-S-G2fr M )o ¥4 W gt M fr GL#p e % £ 5 ¥ 57 /& ' %2 & Hela cells i& {7 g & (Fusion) -
2 1;,?] Gl ¥ enimie Ltﬁl{!é\- {4 g } ];%]L ?
(A) =g & Gl # (B) &=~ S (C) &~ G2 ¥ (D) > M &
20. A gt SRR rm > S Ryp e wie X § A e 47
(A) follicle-stimulating hormone (FSH) (B) progesterone
(C) luteinizing hormone (LH) (D) estrogen
21. & 1% iz (prokaryotic cells) & 3 ™ 7] i@ fds 4 2
(A) ¥ pERE(ribosome) (B) #4248 (mitochondrion)
(C) ¥z % (nucleus) (D) +*=(nuclear envelope)
22. k¥ ¥ (%% (cellular respiration)® & ™ 7w 4 j& ¥ & < i+ § & £ (chemical energy) ?
(A) pEfzie* (glycolysis) (B) = & k& =t mipk it (substrate-level phosphorylation)
(C) % i mipk i (oxidative phosphorylation) (D) & A& i 2 (citric acid cycle)

23.

24,

25.

26. %

27,

28.

Bk - wmpFH SbEE G e (Lac operon)s Lacl A F# 2 R¥m FRAEF2 v 2 2 B G wEG PP
w7

(A) ¥ 7 4l B2 S ppe (B) ¥ & FMEFHRBRT 0 4 gAML LIRS

(C) 7 7 FAHET > 3 § 2B HEE (D) 3 & FMTBAT > 4 §LRLEI MM

DNA ® i it (DNA methylation) ~ % 3-v 2 fgit (histone acetylation) ™ 2 X 4 ¢ 48 % ;& i* (X inactivation) 3t ™ 7| v f&I
% ?

(A) if @ % % (genetic mutation) (B) % ¢ %8 - (chromosomal translocation)

(C) # g.id @ e+ (epigenetic control) (D) & i} @ ehez % (reverse genetic changes)

B
B

PREEF AT Z M LK s (amylase) ~ 1 f& fr (nuclease)f- Fq 4% fE (lipase) ?
(A) = *z(oral cavity) (B) 3 (stomach) (C) * % (pancreas) (D) ‘I % (small intestine)

m e S )_J'% (Cyt0k|n|n)‘«k“ fé’}fﬂ /;gj—% ) E{ -+ f&i@‘ﬁmﬁé’,&,\ )2:\'1 ~ ‘{mpé,gv\ S I’P‘IJ’?-’/ ‘W . /}J K/‘ 7 W&, ]iéﬁ‘ N "I”ﬁ; ’Eg K§ ﬁ;
éi;%nbowfg)p:,;f% _gb,:,\,mfg#\ag]ﬁ,—r 'Jfajﬁﬁﬁ?

(A) 24 B) #¥ (C) ¥ D) ¥
T””%ﬂ”éﬁ%%ﬁﬁﬁﬁﬁhﬁ%ﬂ’ﬁﬁﬁ%éﬁé%ﬁ%“?

(A) {4 ¢ % (phytochrome) (B) %* 4 pk(jasmonate)

(C) +&7% ik (salicyclic acid) (D) % #& % (oligosaccarin)

RBEER we S b T RE > T AP e HEid E 4% 4870 R 4 i (cytoplasmic streaming) ?
(A) & ss (microfilament) (B) #& ¢ (microtubule)

(C) # A3k (intermediate filament) (D) L= (flagellum)

Al (GEm) H£5H 53 H
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29.

30.

31.

32.

33.

M2 de chgcit 0 T AR
(A) % & (periderm) - &% #
(B) 5 k&% (sclerenchyma) - #4c B =% & fm b2 B2V
(C) &tz (quard cells) - Fl¥EA T2 @ 4~ 2 g o
(D) # &4 2 & (ground meristem) - £ iRk b 2 A %f*
BE e X kR
(A) % B 2 (gibberellin)
(C) 2 % (ethylene)

FHASGHEHS LR ?
7 & 8% 2 JHEEE 8 e

&

wfe &7 A % (phloem)#® - = 7] ie

(A) #Z#zi®* (transpiration)

(C) -ki% % % (osmotic water potential)
T 7 & & B io1E 4 (flowering plants) & § e ?

(A) 3 = (spore)irig 4
(C) et % w3 (nutritive tissue) & [

>t 4 Feif 1 gzt o 'f%JfFJF’fﬁxJ}E%E?

4#5:@‘ ¥

" B2 KR me

Sl i
I L LN T IR

TR R DR Y
(B) rilej-2 p&(indoleacetic acid)
(D) #r& gk (abscisic acid)

",
~

£ = j F e BB 3 & PSR #e 4 (driving force) ?

(B) +2 /& (root pressure)
(D) £ # (gravity)

(B) %z} pfe—+ 48 (dominant gametophyte): 4 #
(D) g £ < # (double fertilization)

m)aﬁ%@mmﬁié@éw{;¢’%ﬁﬁﬁ@ii%ﬂz

(B) #iRld s chd P i p 2 P
(C) FHabmicd Radpmiak
(D) 4 #fig v it £5 moe 4 o S0 0g i fofoi 1+

.
Rt
=

% Bodif ?
(B) = ¥ i=d f# 2 & * iz it d
R ik N

% b AE AR 9

4, e fi kP VL IEREL & k4 A (net ecosystem production, NEP) » T 5] i@
(A) = F MR F F a2 i kP 2 EnE
(C) k& #F & jRehig 5 (D) 3 i
/oRKLEEGFR I E S E R PE BT RG S LT R T
(A) 2 & &g % (B) % &% i #) %
(C) trhif B BT (D) i i7 #if 4
36. TR ES LEBETF BB R

37.

38.

39.

40.

(B) #4 & k%

M T ARG d BRI RS-
@ = % (natural selection)

@ i i« (microevolution)

(@ 1w i #% (intrasexual selection)

@ % i (evolution)

(® 4% (sexual selection)

A7) e R

(C) & (D) ¥ &%

FE 7

(A) ®OOG (B) @@0OG®G (C) ®®OEG (D) ®OOBG
BT A G Ed g 2 kA KR B & 1 (eutrophication) shcit 0 T F e FaE?

(A) k¥ 35 2iBF (B) * ﬂii LY 3 STURAEE R

C) v hkiwiey i @)%iﬁg = AR
—PEEHNE A 52 BRBERLEE AT REERA G At FERE S MR EAES

(A) % 1+ 4 48 (dominant species)
(C) M 4t 48 (keystone species)
- A BB L
(A) %% (community)

(C) # x4 = (ecological niche)

7 Jh(biotic resources) 2 24 -

(B) # # 4~ #8(basic species)
(D) #:#14 #4(control species)

7 ¥ (abiotic resources) s fr > T F| i H B & D

(B) # 4 %8 &gk ”(organism’s “address”)
(D) # i % ¥i(ecosystem)

AFE (

i) $£5

H:%H4H
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41.

42.

43.

44,

45.

46.

47.

48.

49. 4

50. 7

454 ﬁ H #. 8k (biodiversity hotspots)en® & » 2382 55 25 B ® 4 & M
fE ¥

2000 & pF2£ & i f #7(Norman Myers)# !

Tk Tk TRBApE R 2 _ fes g Sl N

A 2% #gpexa$ (B) .g,xzﬂ,b;hf% C) zemy ; ik (D) & ; Z & %7
# ¢ fdr fE42k(The Origin of Species)® - #& J1i¢ = F fdiF * ehd 1 & F] & 5 ¢

(A) £ ‘& (recombination) (B) * & i%(use and disuse)

(C) = #(natural selection) (D) A& i@ it (convergent evolution)

2009 & H 3 ch HINL A7)0 i+ & 1918 £ 6 517 < i (R HINL R o & 5 973 > T 71 RT3 & )
Rk i & R ¥ 7

(A) iR & A A B

(B) * ]]%’Q‘v» DNA]]%% R AR R AR 0 2 G - AATAAR R
C) ¥ k& iR pAFMEAr- Biwe  AFFFLIH2 L0 @ 422 - 373 a4

(D) g+ 5 DNAJBH » Flt i3 b g 3 4 4

1940 & ¥ 5. k4= v (Barbara McClintock)f. -3 45 ¢ 2 e @ 5 5 - & TAFHE A | g B H g > R F R L i
R FIEMBEAMP > FREEIT %3 FAeagpd 2ivr ot TAPHE A | Z75F F?

(A) & it =+ (activator) (B) #& i~ (transposable element)

(C) +4r 35+ (enhancer) (D) 3% %= (inducer)

B
S

4 RNAMRNA) § - %485 5 7] £ 5-ACU-3" » = 5| im ¥ 5 2 # fie e 15 RNA(RNA) K % 75 i 51 2

(A) 5°-AGU-3’ (B) 5°-UGA-3’ (C) 5°-AGT-3’ (D) 5’-TGA-3’

- R ERE Y A 2RR(0) 5 IR 0 B ARRR(CT) B ATILILR P“ﬂ+¢¢435ﬁ%ww“m%@ 70 &
LR EI R RIS 45 A 53 B AR eh Rk i o 3R At R M R R 235(0) 3 B 2 (ch) ek
= & F4E & (frequency of alleles) 2 5 % > 9

(A) 36.7%¢cC; 63.3%c" (B) 46.7%c¢ ; 53.3% c" (C) 50.0% ¢ ; 50.0% c* (D) 63.3%¢C; 36.7%¢C"
Bl B2 BHAERS A BRFESI - g P RE2ATEE S LIRS T P hdRiT 7

(A) ¥5.38 »~ & (bottleneck effect) (B) % £ (mutation)

(C) £l4n i »% J& (founder effect) (D) = # (natural selection)

AT RB A S ATIR $ 0 2 OIERHET Rk TIIUES ¢ 0 A d ) BIERHET B K B pes

B R g o MY RATFIAR 23 LBk 272 bR AR > TPl @B AT ?

(A) = x>z (maternal effect) (B) * ,%:} @ (maternal inheritance)
(C) A et =77 i (epistasis) (D) A ¥)/e Er & (genomic imprinting)

ﬁam%ﬂ ¥E TR i 7 3 % ¢ g (Philadelphia chromosome)s & d = 7| f& % ¢ %ﬁ.ﬁ%ﬁ%‘ fLer g 49
(A) %\ (deletion) (B) £ % (duplication) (C) & (inversion) (D) #& = (translocation)

i & v B %= (Hardy-Weinberg equatlon)fr%“ EE R Bk e SRR iR > T AP AR Y
(A) “EH8 2 e (B) 2% AFIRHH 2 (C) m¥Fp R=a (D) =+ & 43~

Al (GEm) H5H 55 H
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http://en.wikipedia.org/wiki/Norman_Myers
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