N2 25 - R HFTFFY FEIRS-NETHFE T FFEFY
FAETRE  FRBRRF - FERMF - FRinRFTE 1122
BB LR IR ISR RFF B AR R
i~ LA 1301

SR FE(-)

BECH:FE (-) (¢H2508 335 257258 eh g 208

D W2 HIRALAT )
TEF 2 P

XOER | A BRI ERE RS
MAAERHE—REE > FRL—(ECERREESE -

1 YEAR RS AIR S (H S IR L ER /)N - B FEERBARIITEZERE (pretectal area ) BEICARF% » HiH
LR AELS N A AR E A HIEY E-W t##484% (Edinger-Westphal nucleus ) ?

AP & AT (anterior commissure )
B.ZIE & 1H4E 5 (posterior commissure )
C. 114532 Y. (optic chiasma )

D. F/NEHIAZ X (superior cerebellar decussation )
2. N E A BEE % (nucleus dorsalisof Clarke ) #5H - F Z{HIE NI AYA#SEIE (proprioception of lower

limbs) ?

Fr{HIE B8/ NS (dorsal spinocerebellar tract )
B.AE I #5/ME7E (ventral spinocerebellar tract )
C LRI/ INSEE (cuneocerebellar tract )

D.Wmaria/ MEE (rostral spinocerebellar tract )
3. A E R BRI E B (direct basal ganglia pathway ) {EHERS{KAY T TS ?

A% (putamen )
B.NZEHEK (internal segment of globus pallidus )
C.ri& ™% (subthalamus )

D.ff (thalamus)
4. e E S E] Chippocampus ) #8H > {EHIE 2 ZL.0EHE (mamillary body ) ?

AZ&%L (stria terminalis )
B.Z% (fornix)
C.A{HIAETAS S (medial forebrain bundle )

D.AHIAER (medial longitudinal fasciculus )



5.BEA AL RLET R4S TT (sympathetic preganglionic neuron) 2 &Gl » RFIfa[ &R 2
A RS T AL A #EME (gray matter of spinal cord ) 22 lamina VII
B.AJ 7 MR A B (hypothalamospinal fiber ) 2 ZH/E
C AT A B85 1% (nucleus dorsalis of Clarke ) 1

D. & #EHEL (thoracic spinal cord) 78 < JELETHTHESTT
6. FHIEREHRER M > Akt - (o] [EhfE 2

AREIAR (ophthalmic artery ) &8EH1RTHELE (optic canal ) #E ARHE
B.AREIAR (ophthalmic artery ) A SAEEIAR (middle meningeal artery ) 224337
CHE TE# (inferior ophthalmic vein ) #E#&I:[ER#EER (common tendinous ring ) #E AHRHE

DJRENAR (lacrimal artery ) (i FAFR AR AI{H]
1. THERESEI NSk (external jugular vein) FYFEHE > o] 3% IERE ?

A B SEER S BRIk
Bz~ g #EA. 220l (sternocleidomastoid muscle) 22 F
C.HIPRFEMLE (vagus nerve) FE{T

D.UEEER S/ BREAVILR & FE A S TEFAK (subclavianvein )
8.9 A\ s e s B CIRESR 18 =0y 2 — IV EVE T4 > &t & 8 R BE A — g - AR v sEE N3 I1A]

Jz ?

A5 7L (foramen cecum) J&&
B.[E[fL (foramen rotundum) J&
C.SHE#RFL (jugular foramen) JiZ

D.¥E AFL (foramen magnum) B
9. FFIH—RrH&E > FZEE R EFHE (thyrohyoid membrane ) #E AMESES ?

A HIRMEE (glossopharyngeal nerve )
B.AMEMIAE (internal laryngeal nerve )
CAMEfHZE (external laryngeal nerve )

D.ME IR AHIZE (recurrent laryngeal nerve )
10. FHI{a) & A & HIR IR =AY L [ERERE  (common tendinous ring ) A ?

A = HSRAS (CNIID
B.EEVUEHSHZE (CNIV)

CEABMEHHEE (CNV)



D7 2 (CN VD)
11L.HMEE (auditory tube ) BILIREZZERE (tympanic cavity ) HYfEIEE ?

ABiEE
B.i%EE
C./NEE

D.4MNEE
12. T 5IMer & Ui vl 2 A P93 (rima glottidis ) TR 2

A1&EEFIPIL (posterior cricoarytenoid muscle )
BAMAIEEFIAL (lateral cricoarytenoid muscle )
CAEFIBIL (transverse arytenoid muscle )

D.&HIHIL (oblique arytenoid muscle )
13. MHIeEE e E 32 T &84 (pterygomandibular raphe ) 7

A AL Corbicularis oris )
B.ZEH)L (risorius )
C.E KA (zygomaticus major )

DJEHL (buccinator )
14.35 F4% (sinoatrial node ) £ HERAEMIEE 2

AATATERES (coronary sinus ) B IR HT4T
BAZASFE (crista terminalis ) FE2T_FREAFARELS . O B YA F L
CAirir ==l (atrioventricular septum ) N

DALY ERERFAREL B HERE (interatrial septum ) HYAZ TR
15. EAMNERREVURNR ~ B E /& 2R IG - T Y CBEEY AR EER AL FTRE f o248 2

AL
BELE
CalE

DALE
16.01i#E /Ny (lingula of lung ) 7 AERRESEVAR—{EALE. 2

AR 2 (superior lobe of right lung )
B./EHfi EBE (superior lobe of left lung )

C./ERfi NE (inferior lobe of left lung )



DGR T2 (inferior lobe of right lung )
17.87# (costal groove ) NAYRHRMNE ~ 4L > B B2 T ZIHF £

ABDRETEIAR - BhfETARAR ~ ROR e
B.RIRETHREE ~ BORAAR - AR SN
CROFETA#AR ~ RORTEIAR - BhiE fhas

DB feE ~ BhiSEk ~ BhiEEAR
18. MFI{a[ & 2R iatkNg (diaphragm ) HYFJLf/LAE (central tendon) ?

AL FHK (aorta)
B.&#E (esophagus)
C.aEE1H4%E: (vagal trunk )

D. Mgk (inferior vena cava)

19. FFIfeE R 2 KRS (large intestine ) HYFFE 2
ABGHE®E (omental appendices )
B.4&ERZ T (teniae coli)
C.45R54S (haustra)

DK (greater curvature )

20. B PFRIBEHEETIA, (direct inguinal hernia) #7884 FAIalEE 2
AREREESMUE (lateral inguinal fossa)
BRERC I (medial inguinal fossa)
C.B5Hf F# (supravesical fossa)

D.E#ZH)7 (inguinal ligament) #Y T H]
1.5 R W EA A ERAE RT3 (periumbilical ) IRIEY » HHiRE L NYIaI A BEEiE A e 2

AT6
B.T10
C.LI

D.L5
22. T ar A Ak (im A B A (inguinal canal ) ?

AFEEH (round ligament of uterus )

B.UPE&A (ligament of ovary )

C.FEEEY (uterosacral ligament )



D.E#)% (cardinal ligament)
3. BHINEEE (penis) » NHIRCH A FHE 2

AFEES AR (dorsal artery of penis ) EFEFEEEETHE » LR AR (Buck's fascia) A&

[4-

B.f2

bl
HA
bl

R4S (corpus cavernosum ) [MVRAYALFE - FFEARH2EEE B (dorsal artery of penis)
CFaZE 255k (deep dorsal vein of penis ) FEFEFEEEEHE @ U FAESEEFHE (Buck's fascia) HY%EfE

D IEE e HMEERI AT
24 FEAEA G ER RS (ureter) HYIMILR ?

AT EERCEIR (inferior vesical artery )
B.EAFLENAR (obturator artery )
C.7=&Hk (uterine artery )

DA @R (internal iliac artery )
25. EHRG— MBS (visceral afferent) AV RI4RFHAETT (primary sensory neuron ) {iZfMe[EE ?

AL4~5 Z ERRTHZEET (dorsal root ganglia )
B.L1~3 ZEFRE1H&%ET (dorsal root ganglia )
C.S2~4 7 EiR 4L E (dorsal root ganglia )

D.T10~12 Z &R 1H&LE (dorsal root ganglia )
26.=FaRLEFE (deltoid tuberosity ) HYFRAE NFIMa[EHE _F ?

AFgE (sternum )
B.85& (clavicle)
C.HEE (humerus )

D.JSHE (scapula)
27, FHNaEAETR LS FF (flexor retinaculum ) AN 2

A RBIHK (ulnar artery )
B.IEF 4% (median nerve )
C.JE#HERL (flexor pollicis longus )

D.fEF5720l (flexor digitorum superficialis )
28. NHIIA B RAET AT+ 8% (anterior cruciate ligament ) fi7 B AVRIL » o] 1EHE 2

AATFAREIET#E (articular capsule) ) %E (synovial sac) N
BAUFARAETFE (articular capsule) N » {HEAEEEHE (synovial sac) 4k

CAir~REER%E (articular capsule ) #h » {HEIFE/E K EE (synovial sac) WY



D.firAREEIZE (articular capsule) K2 &% (synovial sac) 4
29 BBk &Y (knee jerkreflex ) F=ZAa0H N3 IHINE & BEETEEHITIRE ?

ATO~TI2
B.T11~Ll
CL2~14

D.L5~S2
30. RA eI EAY B E e S MRS )R JE - BFZ 0 e RPN 56— B (first metatarsal ) BLEZLIRE (cuneiform) ?

ABEEFEHL (fibularis brevis )
B.HEE &R (fibularis longus )
C.JREBHERL (flexor hallucis longus )

D.JE#FENL (flexor digitorum longus )
31 fEEER TR A iERTEIRL (pronator teres ) JHO#iZU(E > MY E R s B2 IEE ?

ABEMLE (radial nerve)
B. R f#i4% (ulnar nerve )
C.IEH##4E (median nerve )

D.IEFH4E (median nerve ) BRI (ulnar nerve ) 375228
32. NHIA B ARG S B 56 = A HIF - AR 2

AJE{E (primitive streak )
B.& % (notochord )
C.trfifRE (mesoderm )

D.IH= (pharyngeal arch )
33. NHIARIFHARAE (thyroid gland) 285 2 &l - {A[IESER ?

A FEEIFEE (primordial pharynx ) KAREEERT L
B.FRHREEEZE (diverticulum ) EREEIAE R (primordial pharynx ) fESEERE AR 748N
C.HRpREEZ (diverticulum ) FREETAJFEES (primordial pharynx ) & > B EF9EEE (incisive fossa)

D.HHRIE A 2K B S VUIEFE ( pharyngeal pouch) =7 4
34, FHIMEE-2 P EE (mesonephric duct) RIHFRIERK 2

AFTFIBRE (prostate gland )
B.Hi7HEEE (prostatic utricle )

Ck5%% (seminal vesicle)



D.JR#EERHRE (bulbourethral gland )
35.ARRREEVUERS » A —RINAER ) E ARG ?

AUNETEEHR (vitelline vein)
B.JEE#IR (umbilical vein)
C.48 3 ##Hk (common cardinal vein )

D. 7= NREEFAR (endometrial vein )
36. NI —HEE - R4 RIIEE R A& T iSRRI 2 A8 (scaphocephaly ) ?

AFTX (anterior fontanelle )
B.#&X (posterior fontanelle )
C.yfR%E (coronal suture)

D.ZR4E (sagittal suture )
37.00R B Curothelium ) FAHAREERY F A EF B 2B ¢

ABEE 7 (simple epithelium )
B.{&#E)E FF7 (pseudostratified epithelium )
CH E 7 (transitionalepithelium )

DS FR74H%%, (epithelioid tissue )
38.f8/IVE (microtubules ) Y ERR (diameter ) K&y -

A2~2.5nmm
B.20~25 nm
C.200~250 nm

D.2000~2500 nm
39. NHIRATEE (cartilage ) HYRGIL » (o] TEHE ?

ARESHYERSAHA—BAtA R AR AEECE (fibrocartilage ) 15K - PSS b & (bone )
B.EHEREEN (synovial joint) FYHE & HEMAE#E (elastic cartilage ) R
C.HEfE#% (intervertebral disc) =H7EH# S (hyaline cartilage ) F&fK

D. &R S (epiglottis) & MRS (elastic cartilage ) &R
40. THIA RE P HEHEE B AMAE (neuroglial cell ) AR » (o] & sk ?

AEZEB4HAY (oligodendrocyte ) F FEEHE R4S Z.4%5 > BE%Y (myelin sheath) AYTERCEA4ER A RA
B.JR A EARB4HAE (protoplasmic astrocyte ) A G HES AV HE (white matter )

C.O/NEAHAE (microglia) J2/NURYAHRE - £ B2 tE (HAE S 40 0L AHHE



D& 2 RBAHAE (fibrous astrocyte ) B[R 2 IREBAHAY (protoplasmic astrocyte ) bE#z » FifE BAwR/D Hi
EHIAEZERE (processes )
41, THIERIAZ 7% (bronchiole ) FEIEHIACI » (o] IEHE ?

A BB R AE R BE b 1 R BB NI B E @R B FZ (ciliated, pseudostratified columnar epithelium )
B.HAEEE LA EHL (smooth muscle )
C.H BT ARSI (cartilage plate )

D HEEERN B AT M4 (elastic fibers )
42. P Y EAFAER R (pancreas)  MAFEAERHE FIE (parotid gland) ?

ABEZFEAAE (zymogenic cells)
BJECARE (centroacinar cells)
C/NEEREE (interlobular duct )

D.FA% (intercalated duct)
43, T HIA R R (salivary gland ) B » (o] 4R 2

AF THE (parotid gland ) FZEHFIRAE (serous gland) AT&HEK
B.F% (intercalated duct) f53SEFEEH MR (sublingual gland ) iy Fyagiz
C. NEE FBR (submandibular gland) FHAERHRE (serous gland ) BAZLEHE (mucous gland ) JEE4HK

DAR&GE (striated duct) AHFEAYEES BA BRI AR AR BE RIS RS #E (infoldings of the basal plasma
membrane )

MIEE T > TYMRIERY L FEAEH G B (simple cuboidal epithelium ) FT4HAY ?
AFLEEE (papillary duct)
B.4T /N (proximal convoluted tubule )
CEFR/IME (collecting tubule )

Dz /Mg (distal convoluted tubule )
45 BN EREE (pampiniform plexus ) BYEHL » FEI{a] & IEME ?

AEBREENEEE
BALAEE IR FREE (tunica media)
CALFEER. (testis) H

DA EMNLALEE > B IEHAIATE#K (atypical vein)
46. T HIEAINERE (placenta) AY=4%k#F (tertiary chorionic villi) 27 #ilt » fa]=& (FhE ?

A RFEHGREAGES (syncytial knots) HYELH > 2KEFHESE (chorionic villi) HYRKEVE



B.[EZGEA - SRR NE Ryoe st H BE AR 2% &g (cytotrophoblast )
CAREFME KER%ENR (syncytiotrophoblast )

D. H&EGrafak - A S A M EMN (mesenchymal cells ) B4 4ERIAHAE (fibroblasts )
47. T FIeTfEY)E B ALK R BRI E A T E(E B & BB 4 R AR 2

A E bR
B.Hh

C.l&mE

48 ARERAERRAYRL - THI B R AEE ?
ASE4IAE (cone) FIARAHAE (rod) ELRMRAEREN - REREIFHARHISINEN E
B.§EAIAE (cone) INESEEEARLIAY (rod) % > NILSEANASZERHIARE T (BEREREE) FEBEARAINZ
C.5EHIE L E K thodopsin Z SRR R - Bt DARHE e A i

D.$E4HAE (cone) #EBHLI FERTFRATE T EEARMAE (rod) /% > RILAE B A S HOL MR 5 AR - R
HR R
49.ELH1 corticospinal tract ~ corticobulbar tract ~ rubrospinal tract 1 7THIRIEERE L MESE LU AY4ENL (flexor muscle )
B . 2U%%E + 1T pontine reticulospinal tract 3 ZEHY N THRIEEEHBLAE =5 [FEVURZ AL (extensor muscle ) FfAY
US4 - % uncal herniation-induced supratentorial lesion #2E1F RS VUEAES (superior and inferior colliculi) 2 Hr&R
[ - AIRAG AR & ATRE 2 T 2

A B MR E ERE
B. | FCIEHE [F PO SEAT D - T i e B (R
C. MG A - _ERHE EREE RS
D.SHEMERE - B MRSERRRRS
50. B FHLIDRER AR AL S e A LE EAE T B AR B R T B - YRR B S B i A~ T e L ER AR AR OR
A e BT 7
AMBET &
B.HE L&/ N
C.imET &

D.RERAIER

515+ DUEIR 2B light flickering 1 shock A& MR HERAYHILY » A DAGEREAE light flickering HFR1ZFERNZH
HEAPAARCRIAZ AN E BB AR - BHEE 1% 3 A GIREE B SEERIE light flickering HHERTIRARA - BIfE
TERIGIRTSEIBR S FHY optic chiasm > ZEAHRAMAERIAHIE [EECHE - (R TR HILTRN SRATHE RS /A RSHT corpus



callosum 5E = VJET - GIRARERIHZ BNV - (E/IREE - BERREE SR FIFEHE ?
AL HIEIHIEREA (R E AN F B F— 2 A DIRE B3 5 (lateralization )

B.Z AT RIS REF N ERE AVH

C.2Z AR R PR L R A A i R

D3z HISECIE IE RO Aehi R B K8
52 NH T T AE A Y BRRL > B nTRE S IS AN TEZE MR B AL (inhibitory postsynaptic potential ) ?

A.AMPA =88 ( AMPAreceptor )
B.NMDA =#& (NMDAreceptor )
C.HF M ~2#% (glycinereceptor )

D.JETH T ~Z%% (nicotinic receptor )
53. THIARIMLEZ (serotonin) HYELHE » {a] 3 IERE ?

ANBIMEZE S BRI AR - HIUE MRS MK
B B Z 2 F H ol riE i
C.AIEZ AT (serotonergic neurons ) {EFEE IS B LS RERS A EM ARG =

D.JEEFE M 1175 25 PR I (selective serotonin reuptake inhibitors ) E&EPR o] FH 2K & B E (depression )
54 {#4% fast pain BYFHEEH YA fERHE 2

A BG4 R B REBSNY C G4
B.E ARG A E(L1% - B AY(EEY)E ' By serotonin
CE AL R LA RS0 A-delta 484
DR » @ EEL slow pain NAEFSHEE A AR EL
55. MBI RAELE U4 & (excitation-contraction coupling ) AYALHE » Al $Eas 2
AJDL ~ SEEHL LS SN ED S EFE AL ASE/NVE (transverse tubule, T-tubule ) » M7 E{ B EE BRACHE S5 8k T- 1
B.A&E/NE (transverse tubule, T-tubule ) R5 b EE ERAIHE M55 48 - tis A —|HEZ#5 (dihydropyridine

receptor )

C.EESHI/IVE (transverse tubule, T-tubule ) B EAYFGEETHBERE(L - BN SRR SSHE T /@ E 2 A > 1
R SR

D.CIUE/NE (transverse tubule, T-tubule ) B _EAYSSEET-HENE(L > SEESEETRA - IEE LGRS M-8
B SR
56. FHIfEE L — S bR (CO) IR AE AR A fE e 2

A.COBfRFAIAE (plasma)



B.CO: Z8hRBENTES (carbonic anhydrase ) ##{EA% H.COs
C.ALImEKMEAR(E F ) 2,3-biphosphoglycerate (2,3-BPG) JB/) » H[341 CO. B2 Fe™45 4

DALIMEL M4 2 (hemoglobin) AJ45E& CO»
57. NFIE B C R 2 ot o &R 2

A.SA node [RIFF52 58 Bl IS BRI AT Bl AHIEE 2 F 22
B.AV node [EIFEEZ AT E A BLEIAT R (4% > a4z
C.58 SRR TREE > RS Lo > I B RS O 4ERE

D.SA node YRR (L /Z A58 T B2 #TRlE T3P - EapplrJeR
58 TN HIHS—EER G G 8 AL AE IE Ay kg B 2

ALVEEEIHIR T R
BEEH S —
C.EEIARER T i =

D AEIHREE /72 2 5 =
59. AR OB (cardiac output) HYFGH » A EME ?

A— (B ANTE R EESNE > A6, S B
B.—{Ef#E A\ TE R RSN > Ay EgEBREMmETH /) (total peripheral resistance ) & #1411

C.—EfERER A TE I RIFREESNNT - AR EGW I - KRR OME (stroke volume ) HLLfH
Bowin

D.— (B AL AHREAELIR » Lol & 20 B 2 A e b i T 4% 12 0
60.fHIME 2 754 EE (net filtration pressure ) J&47E il E IR RS UM B B R AT E NV E ZRE - FE
MIME 2 UM E TR ASHFER Ky 15 2oR5RIT - SHERREIRORASHFER Ky 0 2oR5Rk 1 » MmN EIENR BER L 28 2
SRIRAE - AHERFER R EIE BIERR Fy 3 ZoRoRIT o BLE GRS HO P E R R - B0 F 8 M E B2
I & R R = U 1) o il R e 2

A-16 ZoRORAT > RS IR AR AU E
B.-10 %*7}(* % ﬁ@ﬁum/\f”ﬁﬁﬂ*
C.A0 2ROk - RR M DR iU E

D.46 ZKTRAT - IR ESR [ E R R E
61. 7 BB & EAFIFE (quiet breathing) BEFVIETNE (work) - YR & EHE ?

ALET RIS R TR
B ISR B TR ZAF L
C.IR SR P B B0 SR P B Y TE D B AH ]



DR SR P B BN SR S B H N AR e T
62 =MEIMBHEATHIERH ~ £~ A=EEN » FHElE ¢ M4L&E (hemoglobin) JREBLRT B IER ~ Z8UE :
MATZERIE R IEFEERY 50% ~ NaVE @ MALERGLREIEY » [HE2HF 50% 5 —F bhikimsl =
(carboxyhemoglobin) » =B MR ER IR EMHE - ERFETEE ( PG—‘) ¥R 40 mmHg ZMHEIRES 2 HIEA=
SCEVE o EERET R o YRR TR 7

A FFEE MR TS B RS
B.Z S L TP T S8 BRI 47 EL (oxygen saturation percentage, 5392 ) R EHERREY 50%
C.WHE MR T HYMm S AR 5 7 tef =

D=9 sRE MK PR RLEEE (total oxygen content) E5HH[E]
63.BE A B B R Y i s 2

AFES AR HITER T - HERHET 70 B SRS R AL F T R %
BAERISC R HEEHIE R T - R E B B AHEE (A T RabH
CHEZ B Eal 8% - iRaiiie N 2 BrEE N 1A 558k T

D.IEERR AR FAYREZ 28 » FE A FRRZE (alpha-adrenergic ) ZREHAETE T (nicotinic ) KU Zfa
64 F % IEH A FAREE T » ARES Be o B SHZEAIRG - TNF IR ERE 2

AT EINEREERK (gastrin releasing peptide, GRP) E A AE A 5k 5%
B.AS G S B ILEEIESE T (H'-Cl cotransporter ) TEFHTE @ i S s
C2ZERZE (mucin) EFFIH Gs H > WIMITHE#EE @& (Cl channel ) - fIHIAHAE A B S 4

D.FEAREAIFIEZ (carbonic anhydrase ) HYZ:EL > A REARK Sk
6597 ABIIMAEF[Na]: 135 meg/L 5 [K]: 3.5 meg/L 5 [CI]: 114 meg/L ;> Glucose: 180 mg/dL ; Blood urea nitrogen
(BUN) : 56 mg/dL ; Creatinine: 1.5 mg/dL > X EEEETE R ARYIMEFZERR osmolality (mOsm/kg H:0) £y
faf

A.300
B.310
C.320

D.330
66. A ELFEERE (Bartter syndrome ) 20 st = BRI (K _FFHE/VE (thick ascending limb, Henle's loop ) <~ #iAe
(transporters ) 2 (channels) #§4=fIRERTEL - 12 Lbd S S IE R N O REEFE Ty ?

ANa'-CI cotransporter
B.Na-K"-2CI contrasporter (NKCC2)

C.CIC-Kb CI channels



D.ROMK K'channels
67 BREEEZ (oxytocin) TERBYRGL » TH{a EiER ?

AfEEZZIERHEA (milk ejection) 7EANY T EHRESE
BATER » fEEZ T IWMEA T HEE RN EATE S
CHEEZRCET =L EIUENIIER » g2 (progesterone ) HITEH TR

DAEST IR EART - 7 R 57 TR 2e B A 1 [ [0 G e i
68. A4 M ZE (growth hormone ) MITER] » NHIRCH A& g5 ?

A TEESYER (dimerization ) 25 LI B DB 4 B
BARBE LA » SIS EEHENEKRIEA
C.EEMA#EHNZE (somatostatin) ] LLAA AR FIHAEASE (acromegaly )

DERMAERME LA e » GiERmiErE
60 B RS IGE R A L EEMEE T (SGLT) WS - NI REE ?

ASGLT i iE e ARt 8 F 2 & e MRS (facilitated diffusion) {EF
B.SGLT T 53 Ar A -Hih S B Fri4H 42
C.WR &2 N E A SGLT # A& &fE > £

D45 8158 R SGLT I F & EUEA S
70. N5 1{a] & BRSBTS E R B 52 (tyrosine-derived hormones ) AYZEFRZHIZEIER » BABHAR/N ?

AT e
B.ZE A% 4
C. B

DAR#RE
7115 EHE (aldosterone ) FEEHEEF_EHRAYMAIER 5300k 2

A45BKHT (zona glomerulosa )
B.BLIR%S (zona fasciculata)
CH4GIRTE (zona reticularis )

DAEE (medulla)
72 UNEEFE AR (granulosa cells ) AYEEEEE A=K (steroidogenesis ) JEMAETS - HAlBES |8 NYI{a[fEE L ?

A= RS g 4
BB (bone resorption ) B4

C.lmg e (FSH) &&RFK



DI EfEERER (LH) S8RF K
73. FFIA LR RGTE R (b (sex differentiation ) ¢ AHEE 2
A.Miillerian-inhibiting substance (MIS)
B.follicle-stimulating hormone ( FSH )
C.androgen-binding protein
D.inhibin
T4 B MR R A& AT DU A 4aRE 6 R BIG HAYMALEH (hemoglobin) &SRNGS S LRSS - SR
B2 R A Byfa] ?

ARRSLLBEERE T B

B.AR AT EERG 5 A A IRV AL E 5
ChabfifeNas B R A [H

DN SLAR e E S NINEIRE=

75 AEFEBEFEAIHIE (uncompetitive inhibitor ) HYFE T > NHIMAIEE A] FEHHARY Michaelis-Menten [ 218 /I 525
B?

A. I/max ‘Flz% ’ ]ﬁw ‘Fl-g%
B. Vi N8 > K i
C. I/max ‘Flz% ’ ]GW J:}I_

D. Vau K82 » K -5+
76 R P IERAE (steady state) FEATE FHIE 2

AR FETE ERE Ry ZEHIRRE
B.IE 2 LS R 73 - A
C.REENZHEE EW R GRGD R R IR — A

DB 2R S BRI
771, NEIA BN T-2 Bl b Shix R T B SRR - (&35 2

A.Tetrahydrofolate 1] Z:EiR [E] &/ LREAY —(ERRE#EF% - 41 CHs-, CH.OH-, and CHO-
B.S-adenosylmethionine (adoMet) FH ATP FI methionine &% » B AL (methyl group ) HEF%
C.Biotin i cysteine 454 » £:8i pyruvate carboxylase f{E pyruvate #Y carboxylation » JZf% oxaloacetate

D.Thiamine pyrophosphate ( TPP) 28 pyruvate dehydrogenase KZJE > {£{H pyruvate FZAK acetyl-CoA
TRAEHLA ~ B el i~ fEfe 2k (amino group ) HYAERS - FEFEHH MY —4HREEIE (E Rl B A &

(carriers) ?

A.phenylalanine ~ aspartate



B.serine ~ valine
C.glutamine ~ alanine

D.glutamate ~ glutamine

795714 2% azaserine AIHIIHITERG AT AL - HEZ/ERIHEHI R N YIfa 2 2
A4 V'-formy! tetrahydrofolate &
B.3011%1] 5-phospho- & -D-ribosyl-pyrophosphate ( PRPP) &%
C.40fi ribose 5-phosphate =l PAREEAZ H IR

D1 glutamine {F A0 5 g & Bk U
80. KFGIEEY DNA ARG )88 NI fErE 2 2

A5'—>3' DNA BE&5ENE
B.3'—5' DNA BE&5EM:
C.5—3' DNA #%Es /K fid &

D.3'—>5' DNA f%l& /K g S
81.E &l EH E (polymerase chain reaction) B] FAZR(EAIGHERY DNA - 2 FEF 8 5 R FEZ0 -

A.DNA Z &1 ( DNA polymerase )
B.ATP
C IR SN B =Rkl% (ANTPs)

D.gEBET (Mg™)
82 B EH M IR R AE A B (hereditary nonpolyposis colon cancer, HNPCC) ¥i & - F B2 AE{a[fE DNA (B85
EARR ?

AZEEYIFEEEE (nucleotide excision repair )
B.gFYIFR1Z18 (base excision repair )
C.EE4H{E18 (recombinational repair )

DZBESEAICEHEYE (mismatch repair )
83 L HEREHES mRNA ZHEAAZ ST (initiation codon) AUG » BUENE HE G - [ 2 EEAaRRIE Ryl & 2

AFEEAZAHE H359 F methionine
B 1F BRI E 3 By N-formylmethionine
C AE EAZAMAE B methionine + TI4HES 8 N-formylmethionine

D.AF EAZ AR By N-formylmethionine 5 i 4HES -1 & methionine
84. FHIRATNAHSREE T (histones ) 2 5 :{a] & TEHE ?



D. & Sl ARG EE RNA 45
85. MHIMeI & Ry B4R mRNA ' capping #YJT = ?

A.7-methylguanosine LA 5 to-3'diphosphate linkage 752045 & 2 mRNA
B.7-methylguanosine PA 5to-5 ‘triphosphatelinkage 77 2045 & 2 mRNA
C.N-methyladenosine LA 5 to-5 "triphosphatelinkage 77 #4542 mRNA

D.O‘-methylguanosine PA 5%to-3 'diphosphatelinkage 77 o454 2 mRNA
86. NHIa[ & & tp operon sAlE{EMA (attenuation ) HYEEERTIL 2

A e (tryptophan ) FETERF > AT p operon HIBSHARIR
B. A3k operon R » DAPKEAHAL 4R (C3fcB: (tryptophan) HIZ%E
C.ATECHEA (p mRNA BSSEIE FIEHE

D./EFTE trp operon NHEF—{EELRE BIHYEEL T (promoter) _E
87 NHIHS—{ElE 2 - (LA HIARAS AR | > 7 [EIRF S B e [ fEER (Krebs cycleBfBTCA cycle ) BLEE TSR 5 JE ?

A.Succinate dehydrogenase
B.Succinyl-CoA synthetase
C.Malate dehydrogenase

D.Isocitrate dehydrogenase

88. THIRA & & R 4= (gluconeogenesis) HYALAL » fal & TEHE ?
A EIERT AR RIS e AN S A £ E
B. A& MR 42K pyruvate B LR AT R IERS ZURFE ATP Kz GTP
C.aja b L L th 2 LAY R BLRE AR (E ] (glycolysis) SeAHE] > FUBSETT RIAER

D.Phosphoenolpyruvate carboxykinase (PEPCK ) HYZHAEZ#F phosphoenolpyruvate ##{E5% oxaloacetate
89. MHIARKERE Z A EME NI ERETERMEIE R (glycolysis) ZRARAY T HFa{E# 2

A.CHES (hexokinase )
B.fki i S SES  ( phosphofructokinase )
C.J&EZ{ERS (enolase )

D. ARz %S (pyruvate kinase )
90.Acetyl-CoA carboxylase FsfaRfilg 4 S iV —{EREZ - HUEM&A 2 NI & 2



AJEEZ (insulin)
B.i#§ A (coenzyme A)
CrEf5l% (citrate )

D.AMP-activated protein kinase ( AMPK)
Ol. 2 EBLERMIERIRV4EAE 2 K 2 NI EIINTAEY) 2

A.7-dehydrocholesterol
B.arachidonate
C.1soprenoid

D.pregnenolone

92. THIERAEFEED (peripheral membrane proteins ) HYFFZL » ol FH§EE%E 2
AGREEZAIRHY pH {ELERRET-5R S ] LUK E AN AR 7 B
B.EAFERGEH
C.o] LUF P Bl SR AR EE A fR e sE &

D. R DA S M A AT E A iR e 4E &
03. A ERAE el (tryptophan) ZHAL » {7 FERR ?

A B NS FR R B s
B.(afa & FE{LES (tryptophan hydroxylase ) ZH[IH] 5 B2 EEIE
C.B&REZ (serotonin) AYREITEEY)

D. AR A% (dopamine )
04 F R P94 BERRE (asparagine ) BYRGH » THIA 558 ?

A BIENERFERE (nonessential amino acid )
B. o B R R T2 %  (aspartate )
C.EBN A= Mt k% (ketogenic amino acid )

D.RFIARBfERES (asparaginase ) BESTREMIRERAY asparagine
95. NFIH 4pfe B T E RS R AR ERE R E &8 (complex) A LA ESREREK ?

A.complex |
B.complexII
C.complex III

D.complexIV
06. ELAZ A WA 4RAEAEEAF > cyclin-dependent protein kinase (CDK) HIfE(LIEMEA 2 T 7ol fd 8 (1 B BEaEE ©



A.cyclin
B.kinase
C.phosphatase

D.ubiquitin

97, FEIMaIfEEE 7 Tl e A B B4E AT G protein-coupled receptor ( GPCR ) #HEfTEHUE EIE ?

A.angiotensin
B.prostaglandin
C.epinephrine

D.insulin

98.GTP fif;E{EEEE ( GTPase activator proteins, GAPs ) 2 0] BE EL 45 & N4l i S e
AREHEEER (cGMP)
B.Ras ZH
C._BEELHH (diacylglycerol )

DR EMEER(ERS (adenylyl cyclase)
99. NFIAT & B AN FTRE 1 FH AR E 4R R i — R kA% % (RNA) BYEE 2

AMZMER S R 0B (RNA immunoprecipitation )
BAZERZ 55 % E 7 (RNA deep sequencing )
C Azt Y] (RNA microarray )

D. 5% — HIIS B &G $H S FE (reverse transcription-real time polymerase chain reaction )
100. FHIARAFRAIES (restriction enzymes ) KU » o] B i

ASEFRTERERA BAVIEE > DARE HII 3 ey st A4
B. B B AAZNERZ IS (ribonuclease) » BEFERFERVAEIRIRT NIEfE mRNA
C2—fHE Y B M (sequence-specific) HY DNA NS (endonuclease )

D REA LR ARR SR FE AT (RNA &5

EEIE ?



P15k AT E B %

12 %= 24 HFLFFY FRIRE-BRIE T FREFIRINEY R F

TR LR Wk %gi*vi*fﬂ‘ﬁﬁ SRR ET Y R 1128 BB LRGSR RF LR R L BF
N SRS A

A EAE T FE(-)

B FE () (st 8 g w2 g7 258
Hypm 2 Bt ) (GREEREL 1 1301)
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