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1. J s B e WA R [EIRF & A R - N YA i Al e SRS ©
A. G fllparamedian pontine reticular formation (PPRF)
B A HAPKHE-FEkZ #EE (frontal lobe )
C.AH#EHE##4E (oculomotor nerve )
D. 4l EF (superior colliculus)
2. MY BL AN S (comeal reflex) ?
A= XA R %
B. i e B
C.km
D.= YL (ophthalmic division of trigeminal nerve )
3. M s H CLAT &S A # & N sE (CN X sKZHC ?
AFaEEE AL (sternohyoid m.)
B.Z & &AL (geniohyoid m.)
C.FaE HiRFL ( sternothyroid m.)
D.%¥22 5 & H (stylohyoid m.)
4 AR R SE AL ZE L UBERAHIZUS % - NAEE A (angle of mandible ) BRAY A7 S EVEHEA: » R HIMal & B ]
REZ5 2
A ZEHLE (mental nerve)
B.ii 4% (facial nerve)
C.Fu gk (lesser occipital nerve )
D.H A4k (great auricular nerve)
5 e (intercostal nerve ) Z4MHIF7<7 (lateral cutaneous branch) » —f&id T%I{[E#EH 2
A BB f4 (costal angle)
B.SHf&43 (scapular line)
C.IETigR4: (midaxillary line)
D.IEF#4E 4% (midclavicular line)
6. NHIfaEE AFLEE (cisternachyli) ?  OBLMKER: (intestinal lymphatic trunk) @7 E: (left
lumbar lymphatic trunk)  @7FEFEHKEE: (right lumbar lymphatic trunk )



AEQ
B.i£D®
C.EO®
D.O@®
7. A ERER S k4E (arcuate line) T FREEHLETAYESEE (rectus sheath anterior to the rectus
abdominis) ? (OScarpa's fascia @#E4MH (external abdominal oblique muscle ) AYHERE
(aponeurosis)  @FEAAHL (internal abdominal oblique muscle) IR @HEREFL (transversus
abdominis ) HYRHERE
AD
B.£®
C.EQ®
D.QB®®@
8. NAI[EAKTZ AL E i (ischial spine) | ?
A.FEFHL (coccygeus)
B.ZUARAIL (piriformis)
C._EFFAIL (superior gemellus )
D.Ejf#)%F (sacrospinous ligament)
9. N¥I[E M= IEE HFZE (tibial tuberosity ) ?
A EFHFERT (sacrotuberous ligament )
B.&{HIgI#7; (tibial collateral ligament )
C.WEHIZI#7F (fibular collateral ligament )
D. &% (patellar ligament )
10. NHHBEEHL A SRy & s H B A R 2
AR (trapezius) -~ FEEFAL (latissimus dorsi)
B. Xzl (rhomboideus major) -~ f2/EHFHl (levator scapulae )
C..L1%#E] (serratus posterior superior) ~ T1&$#Ef/l ( serratus posterior inferior )
D.BEHCHL (splenius capitis) ~ SEACHL (splenius cervicis )
11.7EMILS~ STREMER B 2 - Zetifir BiR T E - BREIRVE I -
A.L4
B.L5xS1
C.s1
D.Col
12. B84 (habenular nucleus) HYRIL » NI EHHz5 2
AR RS EE (epithalamus)
B B fg#E4 (stria medullaris thalami) A g2
C.&& gz ek g% (habenular-interpeduncular tract ) BFEHE E A RS (midbrain )
D .HasGHAZCE (short term memory ) TR 25 ETRE



13.FARERT (cuneate nucleus) gt » 7] EHHER 2
A AT {EIE FREEE
B. 3¢ L%/ NIERL (cuneocerebellar tract )
C. R E A LA (thalamus)
D.firfA%EEE ( medulla oblongata )
14, MM RE SN/ NERERS S (cerebellopontine angle) ?
A AT 4% (facial nerve)
B 4Nk (abducens nerve )
C.FiFEE 14K (vestibulocochlear nerve )
D.$fg##4% (nervus intermedius)
15 A RAHEE 42 RO - Y &SRR 2
AKfE#RSE (frontal lobe) EATEIE (parietal lobe ) & a] 3¢ HtHIEEARE Rl E A 4E1E (corticospinal tract)
B.riEE#E{E (vestibulospinal tract) FZEELETRHLEE (flexor muscles )
C.491k %4t (reticular formation ) W] Bl HEHE
D.SZlcA ML BN HEEIT (upper motor neuron) ¢ H RIHIAHE 2K
16.BAFTE/ VG Z Bl - NHIAEsERR ?
A.585 (malleus) #EEGRA (tympanic membrane )
B.&fE (incus) EigEE (malleus) 7 [H A FHRHER
C.555 (stapes) #(U[EZ (oval window )
D.5fEsRAL (tensor tympani muscle ) AYRLAEHTEThGE (incus)
17 ARASER L (sympathetic trunk ) 2Rl » 1Al TERE ?
A SHERAZ i iaSER ATy (gray rami communicantes )
B. T SEHI4E A EL S5 —Hgpi4Car (first thoracic ganglion) 487 & BT B AR HI4EES (stellate ganglion)
C. bk Eg s i gi@fz (gray rami communicantes) 5571 ~ /NSHE{HEE (cervical spinal nerves )
D. R EAHECET A 2 O 4E (cardiac nerves )
18. NHIA—HLAYE » =T F425E —FhE (secondrib) ?
A. 7R (anterior scalene muscle )
B. &AL (middle scalene muscle )
C.7%&#/ML (posterior scalene muscle )
D.555 AL (subclavius muscle)
19. MHIRE A 2P RCATEAE (anterior cranial fossa) ?
A.#EE (temporal bone)
B.&iE (ethmoid bone)
C.1t5 (sphenoid bone )
D.%Z8& (frontal bone)
20. M —rEiR 2 L8k (ascending aorta) Y732 ?
A.WHaEhAK (internal thoracic artery )



B.7ifREIHk (coronary artery )
C.Z&E& & (bronchial artery)
D.#fE#EAk (intercostal artery )
21 1 A _E BB ST RGNS - Y — (8 B A a] R R i 2
A8 E 4% (midclavicular line ) 58]
B.SHf4# (scapular line) Z59/hHE]
C.Ft43 (midaxillary line) 25981
D. g S5 55 10BN
22 AP EZ 6 (dermatome) & ¢
A.Ll
B.T12
C.T10
D.T8
23. MM BN GEAEEE » TR A BRI IR AE I 1T 5 B e
A . FEHRS
B.XXRE
(ON:HEUL S
DR
24, NHAE R EHEE (mediastinum) £k ?
AEBHE
B. Az
C.. i
D .fig T Bk
25. NS RARARAY 24 - 2H AP IR S SR ELEG 15 2R 2 4AY) & (portal-systemic anastomosis ) ?
A JEEE FEFHREBLERS 257k (superior epigastric and superficial circumflex iliac vein)
B.EIfEEFHRkELIE B2 5570k ( paraumbilical veins and superficial epigastric vein)
C.EFHREL N2 EEFHk (splenic vein and inferior mesenteric vein)
D. 8 S 4EEA#AR (right and left gastroepiploic vein )
26 AR ST TR S Tl - FOBREIAR (splenic artery ) SR R4S S EIHRLF (-0 > flotg - NAIEE RV
27
A5 E#HK (dorsal pancreatic artery )
B .55 5#fk (short gastric artery )
C.25 @Ak (left gastric artery )
D./£E490<EPk (left gastroomental artery )
27. M NZ2ANHREIAR (internal iliac artery ) #9757 ?
A JEEHK (umbilical artery )
B.IEF K (median sacral )



C.®B @k (superior gluteal artery)
D.[&EEhfKk (pudenal artery )
28. FERFR AR (bulbourethral gland ) Eiuss K% » A & PRI B B4 a5 1 REHZ RS 2
A.&fat5E0] (superficial transverse perineal muscle )
B.BkE4REERL (bulbospongiosus muscle )
C./MNREFEZIHL (external urethral sphincter muscle )
D. Ak g E45820) (ischiocavernosus muscle)
20, FHEIEt » BRI (B CRE » flR M AT LR BIR A SER IR (percutaneous
transluminal coronary angioplasty ) ?
ARk (femoral artery )
B .f&&%#9% (femoral vein)
C. KEE&#HKk (great saphenous vein)
D./NE&EE#AR (small saphenous vein )
30. B (radial nerve) fEAIEINL (teres major) "NI7REZEEE - i th & (5 R ELEAA THIA — PR ?
A.FEEHK (brachial artery )
B./ZREENAR (deep brachial artery )
C.aiiEesEik (anterior circumflex humeral artery )
D.1&ERkEIRK ( posterior circumflex humeral artery )
31. AL A fEERE (vertebral canal) (A » H A R FHERAVTHZE (tectorial membrane ) ?
A.B8t% (nucleus pulposus )
B.IER4E4E (annulus fibrosus )
C.Ri4tE)%: (anterior longitudinal ligament )
D.%&4t#%)%: (posterior longitudinal ligament)
32.MkEs EHYIEE: (respiratory primordium ) FEJFY T HIa[ YR Lm (caudal end) ?
A.ZF—IH%E (pharyngeal pouch)
B.Z5 _H# (pharyngeal pouch)
C.Z%5 =M% (pharyngeal pouch)
D.5UEEE ( pharyngeal pouch)
33. MlfeffdEes B ks (foregut) £TAimmzK 2
A FEfig (spleen)
B.JE¥E (gallbladder)
C.fFE (appendix)
D.Zz=f5 (jejunum)
34, NHIE S EEIECHIE®) (Mullerian inhibiting substance, MIS) - &I &% ( paramesonephric duct)
i i
A ZERCR4HRE (Sertoli cell)
B.= A EE4IAE (Leydig cell)



C.J5464FE4IAE (primordial germ cell)
D.J&Ef4fkE (follicular cell)
35. MYIA—TAREE - L i AERe Z F L ELRE (pleuropericardial membrane ) 4 ?
A G4 (phrenic nerve )
B.HfiZf (lung bud)
C.=IEFhHk (dorsal aorta)
D.&7 (esophagus)
36 . fEHFHEMEE A&V E F o MY 2014 B AR AR (neuroblasts of basal plates )
A.5F (dorsal horn)
B. ~fx (inferior colliculus)
C.;#t% (gracile nucleus)
D.&1#% (red nucleus)
7./ IMRAEA TFIE ?
A 4ifEfZ (nucleus)
B.f#%%% (microfilament)
C.=MZKHAE (Golgi apparatus )
D458 ( mitochondria)
38. ARANLAARSRAIRCL » T E I ?
ADHLAEYAH%E (thin filaments) Fl19[i%% (intermediate filaments ) &ff# £ 4% 5 (dense body )
B. FEHL#L= T-tubule - ifi2#&H/NY (caveolae) AN (vesicle ) #HEg$5EE T
C. BN T-tubule A7 1EHLET (sarcomere) HIM-line
D.FRHHVAIRERRE & &P AR (intercalated discs )
39. MA@ BNk (elastic artery) ?
A.EEfk (aorta)
B.FEE B (brachiocephalic artery )
C.Hfi#EhikEs (pulmonary trunk)
D.#EEHR (brachial artery )
40. MMl iE 2 Ry 2B FE4HE, (collagenous tissues ) 4HEY ?
A BRI (aortic valves)
B. - AEEARIEE (valves of medium-sized vein )
C.lE2Z (chordae tendineae )
D SHE& 44 (Purkinje fibers)
41 #EmrtHEH (albumin) BYEZIGAT L ?
ANEG
B. Ao gt
C. R
D.fthig



42. M5EER R (appendix) ZR0t > {A[IESERR 7

AGEE BB NI ERE = (diverticulum)

B.Z5fEZ (mucosa layer) N E 7 BE g R E R (stratified squamous epithelium)

C.AME ZHIME AR e (submucosa layer )

D.SMJUE (muscularis externa) HEEE K HEE /=
A3. NI G R AR TR R B R R

VB EHR RPE 42EkFT (zona glomerulosa )

B.& AR /B HRHT (zona fasciculata )

C.% Fi#sE (adrenal medulla)

D.&® IR EE4EiR% (zona reticularis )
A4 THIE A HIRAER2 EE (penis) ERPHIRZRE ?

AJTHE (sweat gland)

B.7HsHE (sebaceous gland)

C.>F&HL (smooth muscle)

D.fERS4HAE (adipocyte )
45, T =% (uterine external os) Y - RZ4H&REE Y NI # 2

ABEJERER FR74H%, (simple columnar epithelium )

B. RAE(LEE R 74H%% (nonkeratinized stratified squamous epithelium)

C.B8I I F74Af (transitional epithelium)

D.EJg1r )7 744 (simple cuboidal epithelium)
46 ARAHREREEIRAS (ciliary body) - "ML AIIHEE R 2

A BEIRESALMTRE (iris) BfR&EHE (choroids) ]

B.BERAL (ciliary muscle) FE ASHLATRERL

C.IEEREE /7 (ciliary epithelium) TTLLSy /KBS (aqueous humor)

D. /KR SE AR E (canal of Schlemm) [E]y
47 B AEHAERERAM] (temporal portion of the retina) St ELZ4HRAEARTEAY LS ET4HAE (ganglion cells) - i

HRs R & ?

A.contralateral lateral geniculate nucleus

B.ipsilateral lateral geniculate nucleus

C.contralateral medial geniculate nucleus

D.ipsilateral medial geniculate nucleus
48, E R KA CAR TR RIS - S E A Y SLRLSZ 4R (photoreceptor cells ) REEEALEZATHY N5 ?

A SHEET-HY - B AL

B. #HET1y P e AL

C. 858k I s
D.0 mVv

49. N R RR A0 G R A B B IR A BT B R G RRMAREF RIS - LA Wl R AT B A R (L B B AT RE By 51



Y
A GHRA#H 4L (optic nerve )
B.17%z X (optic chiasm)
C. MBI R HEER L (optic tract)
DA HIE LRSS (optic tract)

50. M Chypothalamus) BYA—{lE%lE 5 A BG4 P55 (biological clock) 2 1%
A.paraventricular nucleus
B.preoptic nucleus
C.ventromedial nucleus
D.suprachiasmatic nucleus

51. MHIHB—({ER RS BN & (i L B8 R & 1% 7 - I H B FIR T 2
A.primary motor cortex
B.premotor cortex
C.supplementary motor cortex
D.parietal-lobe association cortex

52. M& R & T E 2 THENLAR THEAEN (F Y £ EAE B ?

A& A5 (lateral corticospinal tract)
B.JE f7E A EERS K (ventral corticospinal tract)
C.49IREBEE& K (reticulospinal tract)

D. 4T %A 8RR (rubrospinal tract )

53. ML {EE1LE Llglutamate 2 (SR & I SLE THFAE 2
A.subthalamic nucleus — globus pallidus internal segment
B.globus pallidus internal segment — thalamus
C.globus pallidus external segment — globus pallidus internal segment

D.putamen — globus pallidus external segment

T{EEL (pacemaker) ?

54, T3 fEESEE T3 (calcium channel) ZFrARIAIEE BAR » W EEREHFSEE @ 4E ?

A JLEE4ERE - ryanodine receptor
B.f/14HffAE Fligand-gated Ca* channel
C . JLAE48R5 - dihydropyridine receptor
D.J41EfE FL-type Ca2* channel

55 MHERINELAL - BRI &R - TFI{T & R ?
A JE R e
B.E g A S
C. Al BN
Dt &pis & gig/b

56. & HIE HABE TR SRR MR A = iy 2R R Ry 2
A ERARIEME I E B



B.4LMERA & Z M4l ZE (hemoglobin) 77 ={E#ELFIRE
C 4LIMEkPN2-BPG (biphosphate glycerate) &4
D.&LMmERE H g ho
57 M/NHRHIRTES ~ B~ IBHHAE SR E  BRIRAER H13R 57 BTEEREIRIUR S B BUE 57 7l
Jy © PaO,=98 mmHg - PaCO, =38 mmHg » Sa0,=70% » Hb=14 g/100 mL - R4 FHltAY455 - HEHA]
RE Ry T %Mol fEps A 2 R 2
A —Z /b5
B. KE&KIMM
C. R
D.=LUHE
58. = SHEIKE (carotid sinus) kK F#EAk= (aortic arch) FHJREIEAZ%s (baroreceptor) JirEE#H= (firing
rate ) Hgf0 > RITNFI{Ar# EHE 2
A HENGREEHEE (vagus) s EE - A (thalamus)
B. HAF A& EE SR - (EiEi4E (vasoconstriction)
C. EAFH GRS IR - R o &
D. EfFHEiEkmEER (vasodilation) - LB
59 (e e S B - LR (cardiac output) RFERGAN 4~7 % o FEHFEES AIHH R AIAR LR F kb
At e ? OEEDNEEZ 2 (arterial baroreceptors) » [EEEEFREAN ORI RATAEE IR
OB RS OFEERIZEFAE ORI N NERETR
A. D2
B.O®®
C.00®
D.Q@®
60. B RAMR F —F kb 2 g - IR & ERE ?
A e E (alveolar capillary) o > Bt @fREET (HCO, ) HALMEK L, (efflux)
B.fEEERMIME (peripheral capillary) 1 - iz @R~ (HCO,; ) HALMBKAH (efflux)
C. FEEE ikl SR ILEEE#EE T (CI- HCO4 cotransporter) i3]
D. gt — S bk E LB IREE T (CO5%) R
61. /1R (forced expiration) W » £ Fhas £ T HIalfEE 5 2
A BREABR (intrapleural pressure, Pip) ReEm i KEBE ] (atmospheric pressure, Pam’)
B.AFLE &L (internal intercostal nerve ) HlE
C.iE#E (medulla oblongata) N7 L8 HIIMEIEEH#HLETT (ventral respiratory group neuron) &
D.fiEsma{m 177 > Biordis R E (bronchiole) AHYRAS AL
62. A RARfRRIVRENSMER] (surfactant) HYRCIL » T IMo[E TERE ?
A HMP A RE (respiratory bronchiole ) Fir73iih
B.#ERE 2 (glucocorticoid ) & {ieERE 2 A+ Hi A= At P el MR EE AR
C.HAE/ Nt (alveolus) PNAYZEEEELAHE AR



D.gede it (alveolus) HysE:[a|{E 1] (elastic recoil )

63. \NAHHYIEH: 1 (vomiting center) LY {AlE ?
A. KA (cerebrum )
B./INi& (cerebellum)
C.j&%s (brainstem )
D.&%5 (spinal cord)

64 . FEEREALH I BB SCERRH RO - T2 E$h s ?
AN O 73 BB B 12 22 HtEE i P SR A ATk
B. SR H HBRAREAL A L R4
C.AHhBa AN BRI BB (E V08 PN B A T 2 pl = B s
D.i5 b Rz Py =B EhFE r i  E B

65, hGR E I ZE T E R A 8% /KEE (hydrostatic pressure of the Bowman's capsule ) 54 =15 »
(glomerular filtration rate ) fz #JREALEITAEL T AfEME ?

A SR

B. PRI R E
C.J b

D.AZEE

66. BN B/ INETHREHIIE AL - I E AR ?

ALk (secretion) fER] » B/ INE B DURFEHEPTE IR B 45 BB R
B.4S kI8 (ultrafiltration ) {EH] - B/ NE B DURFEYIE B B 4Bk B8R - (a1
C.RAE/INERGEHIE (inulin) H#EFT/3NEdEIT - Fr A IERIER
B INEETYYE LB A A H ER > B R K& (transport maximum )
67.55E LR EZEZR (cortisol) FrERZEf21-B hydroxylase &= » & THI{AIEE L ?

Ae® ERAZEER (ACTH) Jribg fUE RN

B. AN R E PR G E A E LIRS E 4 GE (adrenogenital syndrome )

B ERREZE AT EMEZR (androgen) & B
D.FZET (corticosterone ) HY53 & MRS I

68.7 I NEHEST R VIR Ttk - A ERHBIFARAR — DIk » NYIMERSREA ATpEsdE ?

AT A A A T B R B3t e P (K

B. &SR LA S B ELE (hyperexcitability )
C.A&p T e flig (tetany)

D& p B Bt T i 2 8 2 Thae T

69. FRHE S (stress) iflk A8 T T e 2 A0t » NHI{a[3& EhE 2
A FRIEL N LR RIR R (HAREE RIS FRE
B.EE7EZ (glucocorticoid hormone ) FY43 kb s R 8RR 2% By

C.&fl¥EEZ (glucocorticoid hormone ) HY457h
D. GRS Z K ET W

¢ (clearance ) FEEREAABRIBIER



70 E—EERIVIATET - HEFIOER &S 2 EEEE (aldosterone) WY/ » R E I FEEEIFREHET 2065 - T
SRR G i A AT RE A ©
AFHAE (RUA) - GEp-PHEEIRET
B. G R TP M ARG A E ] - mIRFERTE L E
CHHm=E (KRN - Syt NRAS RS 1
D.E#ME (RHEMLE) - PR GRS ER A EIE
71— {36k 2ct: - RATACH B 5ER - AIHIMER f5180/110 mmHg » B S HE HAER AL MRS R BB R 52 - 8
HEE RS T S R A R RRA — (82 emARERT - MR P RKT RE YK - NYEEEE R R
& a ATRE RS ?
A.ACTH
B.aldosterone
C.renin
D.catecholamine
72 Ak NEIEE H4CERT (menstrual cycle) shasfgfl 2 #0il - T E R A EE ?
A.progesteronefl[if]myometrial contraction
B .estrogenil[Iianterior pituitary 1 FSHFILHAY 73705
C.progesteronefl[ifanterior pituitary 2 FSHFILHAY 7744
D.progesteronefig #5725 & /HHY A ik
73. MHH—HEAVEYIEOEIR (semen) SRRV > HRGER)N 2
A.seminal vesicle
B.prostate gland
C.bulbourethral gland
D.urethra
74, MY —TER AR B A ATRE A AR B 45 TP 2 BLIERE RS (cis peptide bond ) HYIFZRL ?
A ZHE% (histidine )
B./lf% (alanine )
C Jififzl% (proline)
D.H iz (glycine)
75. MM RIPEEE H'E 8k &S (Ma-18E) 8V EZFEA ?
AFUKIE (hydrophobic) 25 {EH
B.A#EIEH
C.zrFN&Eit (hydrogen bond)
D. Wi frro-5TEsE ~ [y EEais (disulfide bond )
76.LIEEE KL (gel electrophoresis) 438k [/EH% > 1 ASDS (sodium dodecyl sulfate ) #Y H 8y Bfal ?
A LR E —EE LB %EES (isoelectric point)
B.H LU E — (& 0 E/VREENE (specific activity )
C.HUREE BN YGRS



D.HMAEEHE T TE
77 BRI e (folic acid) - NYIERISEREHIRGL > (1§55 ?
A2 Bl g deoxythymidine 5'-monophosphate (dTMP) &K
B.ZERL SfRkifilEA (coenzyme A) HIEEATTRZ —
C.IUEHERE (H, folate) S—fEE ALY EMIVERII
D.[Us ¥l (H, folate ) /2 6-methylpterin ~ p-aminobenzoateEiglutamateffT4H 5k
78. MR FEEET (zincion) AYRIL » (o[ E$EER 2
A.FEiE T T Edleucine&fi 1% P Rkleucine zipper - s RNAZE &R £ ZHHEIA 1
B.WEZR (gustin) S HHVERESE » G5 ErlHIRE % 5 Bl 2B e
C. ¥ T2 BITHNREL B R TN ZR (cytokines) HYAERE - BAZRFENPIRY SR I & T I%
D.fEgsaEs » $hEH5-aminolevulinate dehydratase s HY$FHEE+ » GHIHIMAE (heme) AYERL
79.7E & MEorotic aciduriaf=ip & i plR; B Y & I ke A R FRissE - 78 T LURREC N 5l fE & hn DL a e ?
A.uridine
B.thymine
C.adenosine
D.allopurinol
80. NHIRHI Lutkt#klz =€ (pentose phosphate pathway ) HYFCI » o] & §EaR ?
A NADPH{IE I 5 £ {55
B. YA # i iribose-5-phosphate fft#% ik & H]
C.JZ b glucose-6-phosphate dehydrogenasefi= & 250 & G iEi &4
D.5% S EHE[RFHIEEZ (rate limiting enzyme ) f6-phospho-gluco-lactonase
81.AZT (3'-azido-2',3'-dideoxythymidine ) =] L& human immunodeficiency virus (HIV) AYE: » HAEH
£
AJREE L EK#ENE (protease ) HYHIHIF]
B.DNA polymerasef-i F 4175
C.xEEsEREZ (reverse transcriptase ) & ¢ DNAGERYEE 1%
D.RNase HAYII7]
82. T ¥IHRHV(D)J recombinationfy#iftt » /#5552
A 2B SRR R
B.H & e [E])J5EE4H (homologous recombination ) FH{EL
C.recombination activating gene 1 (RAG1) £Hi{ER]
D.recombination activating gene 2 (RAG2) £ Ei{EH]
83. EFIZAY) 2 DNAZ E| K EEF I TONAE RN - ZHAEEEH (repair) fHRHZEEE - FFTYIfEEN
BEiE - DIREERE D EAR ik ?
A.RecA
B.LexA
C.UvrA



D.Lac repressor
84, T5IF—HEkit: % (antibiotic) 7 ErlIANEIIE HE G ?
A EFE#EZ (ampicillin)
B.#E# = (streptomycin)
C.&f#Z (chloramphenicol)
D.VuIEZ (tetracycline )

85. MY —TEEAZ 4RI EEHE (eukaryotic regulatory proteins) & EdffssaF (enhancer) 454 > DAfRiER:

Nk ?
A.i#5% 5L+ (transcription activators )
B.## &L (coactivators)
C.TATA-45&&EH (TATA-binding proteins; TBP )
D A SRR (basal transcription factors)
86. 38 {87 (codon) P17 (anticodon) A ZL{F AL A —FE(LAEHEAE & 2
A.&8# (hydrogen bond)
B.&E 1§ (ionic bond)
C.Jik## (peptide bond )
D.4gl%s# (acetal bond)
87 EFWIAIEA - NI K TSN (anaerobic glycolysis) ZFEY) ?
A.ATP#pyruvate
B.ATP#lactate
C.NAD*filethanol
D.ATP#lacetyl-CoA
88. FFIREN ==& (Krebs cycle » Jrfdcitric acid cycleZ{ TCA cycle ) ARt » (o] [EhE ?
AJEE A G EFE T - oxaloacetate;F4#E (net consumption) B
B.fEresERER T - A 2 ElE gL (L (substrate-level phosphorylation )
C.— XAy A ME R g A — i &bk
D.— XAy A EER & 2 4= VU (i 73 +-HYFADH,,
89.D-glucose 2 Z 5 (reducing sugar) - Hanomeric carbona[#&4L » ¥ BEELEY) ?
A.dextrose
B.D-sorbitol
C.D-gluconic acid
D.D-glucuronic acid
90.HERLIE A B Rk Z AR EA B (rate-limiting step) F
A .fitacetate & kacetyl-CoA
B.acetyl-CoAEimalonyl-CoAf4E & 2 € (condensation )
C.acetyl-CoA carboxylaseftf# L& pimalonyl-CoARY 57 fE 25 B2
D.{#malonatef# & Fsmalonyl-CoAMY 7 L B



91. LM E BRI AL FHaspirintAljinfese A - B/ b o E R OHUEZE » R HIRCIU T $E 35 2
A.aspirinfl[I]cyclooxygenase
B. 5/ thromboxanes & ik
C. ]/ prostaglandins &,
D. "k D E SRR A Sk
02 FEIE (B i L S EHES & TSRS (lipid) - TikEE/EATHER NG L 2
A TEHRERE (stearic acid)
B. &L= A (sphingosine )
C. 1R/ EEEIEEENLES (glycosyl phosphatidylinositol; GPI )
D.#HslERLEE ( phosphatidylinositol )
93. My E R A& R & e A, (aromatic amino acids) #&f2Hr - B ] EY) ?
A.purine
B.chorismate
C.pyrimidine
D.p-aminobenzoic acid
94 GlutathionefE 4RI AN 2 Bl E (LB IF N IE - BRI = Ek Al ATiER ~ =Rk (tripeptide) ?
A.methionine, glutamate, cysteine
B.glutamate, cysteine, glycine
C.alanine, methionine, glutamate
D.arginine, aspartic acid, methionine
o5 &b E (bR (LAY IBIZRTE A H,0, » AT NI —TE i R b 2
A.glutathione reductase
B.glutathione peroxidase
C.superoxide dismutase
D.pyruvate dehydrogenase
6. FERIERANS - A AT (hypoxia inducible transcription factor-1, HIF-1) g7#5&(L » FIHRIA
AT B 7
A HIF-107E MR DI EER R (fumarate ) 353
B.HIF-15] AR iEE S E (glycolysis) - GEAERIAMAE o] IERREIREE T &
C.HIF-1tEishnmeE N 74l 4= &2 (vascular endothelial growth factor, VEGF ) i » (@ #EREREIME 4
D.HIF-LE bR/ I EESEEY) (reactive oxygen species, ROS) HYE L
o7 EMESRIG - MbEATRE ST TE - AN EE S R rVEE EIEEME - EfEprotein kinase AlFERE(E - LIEL
& Lglycogenolysis » NHIA BRI SRS (SR ISR 2 RUit a2 $E R 2
A.norepinephrine zepinephrinef/E A 4HRENE < 5e
B. 2 E#E{ERas
C./E1EG protein - #:f EH{Eadenylyl cyclase
D.#hIcAMP - #Ejf & {Eprotein kinase A



98.REE AT HIMAP kinase cascadesZ Z H IR RIERT » S BLHEEEIE T RHEAFH 2 Setedkr - 151
fa] & TR 2
A.insulin receptor - IRS-1 > Grb2-Sos > Ras-Raf-1 » MEK » ERK
B.insulin receptor » Ras-Raf-1 » Grb2-Sos * ERK » IRS-1 > MEK
C.insulin receptor - Grb2-Sos » Ras-Raf-1 - MEK » IRS-1 > ERK
D.insulin receptor » IRS-1 > Grb2-Sos > Ras-Raf-1 - ERK » MEK
99.M % L& (epineprine ) JREE IR ErIHIFFREER LA R R CEHTE R ?
A AT IEERE A (glycolysis)
B.ALAHYIERE(ER] (glycolysis)
C gt s s EfF /] (gluconeogenesis )
D.AILAHIRIE > fEEH (glycogenolysis )
100. TYIERHIE &N E (polymerase chain reaction; PCR) HYRGI - {a[ &8k ?
A JEAHIDNAK E& (amplified DNA fragments ) 2 0] DLy 5E5E Y
B.[E—4H5 [ (primers) 8% o] L] HEIE 28RS A 18
C. A DNAJR EzH#EE (DNA boundaries ) JZHUAR—¥5 [T {EDNASEIRAYIH AL E
D.—#REE5 ERYEHE (hair follicle) Frz<HLHHYDNALL &% f5PCREVIER



RlEEEEE R0

T 0725 - I BPHEL PRI RFFIFEEFIRZoRET R FI AR
S FE ORGP S P ILIA R T BRI T SRR T o BRF TR 10T B PR 2
/fh—’_—& &liﬁ_y%.:;—r _y?..
. %%ﬁ_(_%rﬁi 5‘24—}‘#;@#53?5“—;
PR g FE () (eHAPFPMF BN -2 FTAPE w0 F A MR L s
Hoypmk 2 Bt ) (GER A5 1 5301)
4 #1004

xR =iy B A U I QL L QN e S A

45 [01]02/03[04|05| 06 07 0809 10| |11 12|13|14|15| 16 17|18 1920
¢t B|]C/ B/D/C/|D D B|D C|] C/ D B B B D B|C AB

A 21222324125 2627282930 [31|32/33 34|35 |36 373839 40
¢t/ B/ C/ C|/C|B Cl# C/A|B/ DD B/AJA] D|/A B/ D|D

5 |41 424344 | 45| 46 14748 |49 50| |51 52|53 54 |55| |56 57|58 59|60
¢ DB C/ DB/ |B/B/B|C|D |D AJAJA/D |[D A|D|C|B

45 6162|6364 |65| 66|67 686970 |71|72 7374|7576 777879 80
tx A # C A C |B/DA|C/ B # DD C/C |DIB/A/A|D

45 8182|8384 |85| 8687888990 91[92/9394|95| 96 979899 100
%/ C/|B/B/AJA/|A|B/A|C|C||D/C/B|B B||D B|A|A|B

B i F2TAEB CDBA o $6HEEABBA  STIREB DA -



