12 & 5- < bPREI s AR RYRFIT FIre Firfiry
BAMEY - FRREHE  FR M P4 32

* 5+ 3308

LA PR

PR LA FELIRRENTRALNME (P RFLAS)

1 d N RE

WER  ARERIHERE T ES
MAAEAHE B > FEN—(EEEREESE -
159188 E24 160,7°0.11—0.23 85 > R FFIMa & EHE ?

AFLUEERAER 0.23

B.#HE R [E & E A 0.11~0.23 mm 2 fi

C. &3 A ATEEM 0.20 mm JEE

D. TAEREEELY 0.11~0.23 mm
2B R B BERSRE 2RYRes - B Byl BAR

AR LRI A > NI AL AP
BHFEML > AT ARG 5
C.{EH—TERRAVROEHR - (EIRI AR A REHE AR

DR AUSE AR ROEHEILEE - FrAASDEE A5
3 EfrERRR e SRR R EE A S UK - B AT RE Ry NI RRRI (1 ATk 2

A.bilirubin
B.glucose
C.NaCl

D.occult blood
4IEERES - TYIfafEREE S 85 ?

A BT
B.5F T
C.EEEET

D581
5. NHIMAl B & FH 2 i Fe T2 5 Ry PRI 7

A B FE PR I
B.RIGELR Z



C.PRZX B Ay i

DR 2% By It
6. NEIAIEA RGBT PR R b e 2 XU RBH IR IA 2

A.RBC
B.glucose
C.WBC

D.bacteria

1. N HAE R bR IR PR AE R IR B Mae ?
A.SSA test
B.Benedict's test
C.Watson-Schwartz test

D.Rothera's test
8. NHITTER i AE - PR EAA S HIPR 25 1 ey 23RAIGME > MR MUk

AEEERCIR
B.i& xR

C.raf& MK

D.&ERER
0.5 R < BB LESSRERIR IR 2 A0 - T3 EhE ?

AfpRe ATREEL - E e (LEIHE
BigHe ARG > AR & LEIEE - dIAE - SR R ERREE
ClafaRael - ErltadLEIHH

DAsBaREEL - nfeE bEIHE - 4IME - SR AR E
10. PRI AR A B G P 2

A24 /NIEFRIR
B.EPRFRK
C.H BRI

D.HuvEr ERIEURIR
ILERR ARG EEES - For#iefih R E/NF R ? OF T E
R OREE

AD>2>B>@

SR AR g 2R 7

QB fgtin



BO=@>@>®
CO>@=0>@

DO>@>B=@
12.LAERFT T 2t > EPRD BB R EIAR A ALY/ NEK - TR AIRCIL A & EHE 2

AT B R R E R
B.ALENERTE: (A IR SRR
C B E A R

DAL EVINRZ B/ INVE b Rl A FE R
13 NGRS (5521 MERES (osmotic diarthea) ?

AZEEL
B AL MHE
C. AR A IEAE T
D+ 455
14 F2 [ hgaG i T A (g - A2 B R A B R ?
A.D-xylose test
B.Lactoferrin latex agglutination test
C.APT test

D.Clinitest
15 EEa > MY AS A IIRENE E A ie iR lEr B ©

A.guaiac VB
B.APT &5%
C.Sudan IIT Z4EUAT HMEAGRG 6
DB E 7 AT E T HERT E &
165 RARER Charcot-Leyden &5 2 0l » TFIfo &4 2
ASNBUR D ~ 22 - 4HOAE
B.H LR SR R AR
C.E RN CREE

D 2RERE M A I ER 2 T2
17 BEFYRE R E R BRI - I & eha 2

A EESERE ( Candida albicans) By 1F & IRANEEEE 2 —



BT HRIBEERE ( Cryprococcus neoformans) -+ 4MNEL Ry B — HI 2R+
C.AtEHE ( Candida albicans) T RHEFEU B 4%

D.BEF 1 10% NaCl » @k 522
I8 BEFARERATACHE > NHI{n[ & b5 2

AR FISERAT B AT RE A %8 3K S e
BSCRESRIE A > & HIR A EIERM: A Bk
C. MR IE B EEERS > & 3R R EATMmER

D.Curschmann [ HB2Jefs 5 M 2R 73 01k
19.f& % BT T B A e B K2 ER i Ry fm] 2

AS orgE
B.15 4 &
C.30 4y g

D.1 /Ni
20. 5 ATEGEIR L LA SRS A i g Bl B iR 2 W > B2 AR IR 2 eI 2

APiag
B.biH
C.DNA E:[R g

D.RNA KR
21 FHIA AR B e R R B s A AR 2R 2

A BB AR
B MRV
C. AT

DS EHYFIRUL
2PN > NYIE A RE R A A FIHY B — R IREaC ?

A.AFP
B.CEA
C.CA-125

D.CA-15-3
23 HEAAE B BEEHRRERY - PRimsVE N SV R 2

AFFZ (heparin)



B.EDTA
CAGHUAER]
D.NaF
24, N H T A R R R A Z BREITR 2

A SRR
B AEH A
C fs(Ems

D.@&BE A

25 AR E B RAERPRIEYE - B Rt 2 S e T8

AJEEN)
B [E 45 5
C.REHH/INE

D. PRI S BEEE

20 HIFIRR A B > A e NI ENEE ?
A.neutral a -glucosidase
B.zinc
C.citric acid

D.acid phosphatase
27 B REIEFE K IEEHIIERE - T Y& EhE ?

AEF
B.OFEE
CARERI

D.&=r%
28 KRR R B EERTH I RERE 8240 40% - AL A RTRER MY IalfEs ?

AZNFE E
B.Jff SELREGRRE
Cl e THIE

DA E AR
20 MERFIME T a-Ha5iEH (AFP) ~ 8- ABEKEMRMERME ( 8-hCG)
A Rl SR PR RR - LA E A R TEEROE & 7

* B RMERS =R (uE3)

Tl



AS
B.15
C.25

D.35
30. B AR A R sl - HIFEUZAE AL BN B o E ?

ANCG HiR
B.51 hCG Hps
C.Estrogen Hi/5

Dbt Estrogen $ifa

31N FInfEEy A &R H Y RS AT RE S R A AT ?
AR A ERPRE ( Nacgleria fowlerr)
B.H KR SEHuEkER (Lsospora bell)
CIRPTKE ( Acanthamoeba spp. )

D. \iE&s ( Trichomonas hominis)
32 Bk EREVg nodfEss ( Trypanosoma brucei rhodesiense) WIFHA - PRES[ MGG TR G I 25 2 25 T a4

ABSHEBER
B.BE
C.JR
D. 1
33, NHIar e Er A s o] A (= AURE AR LS 5 [RE R 5 2
AFER#Ezs ( Cysticercus cellulosae)
BIEEEE B4 ER ( Capillaria philippinensis)
CEF # (Fasciolopsis buski)

D.[&RuT& ( Cryptosporidium parvum)
34, NHMeEEES R R A AeHE - TR E S 404, (parenchyma) HYEZIFE R A ?

AT ( Opisthorchis viverrini)
B.HZEN &R ( Clonorchis sinensis)
CA=ERTR &R ( Fasciola hepatica)

D.faikiF g ( Dicrocoelium dendriticum)
35.4F# Sabin-Feldman Fe et AAURCH - T3 aEEEER ?



A AR SEE (toxoplasmosis ) HYHHBI2ET
B.{oE A AR By FH LS (methylene blue )
C. s PE MmN B Ao e o (o 2 A S L dme 57 e

DA HEER A& IEAE R
36.FMERORE ( Entamoeba histolytica) WIRGEINEG: » LT[ E i & 2

A BEES
B.HT
C.L gk

D.fZ)E
3B AEARERE 32 o/ dL  MUEYEE HER 8 o/dL 5 FE/KEEEER 2.4 o/dL » R A HEHHAE K B FH (] 2

ABHIE (exudate)
BJEHE (transudate )
CERAEK
D.fiei A
38 AR B R A E 25 ERE ?
AFSERER
B.RARTR
C.RIE
D.5K
OISR - NYIEAN 2R CHYHHE?
AR

D.ZE R4 B
A0 BRI S-S LS JESR BT TR 2

A BT AFES
BUM#E LIEE
CHELE

DB HIV FE[
41 BN EAZA SR /E R (transcription ) FYEGHE » T E iR ?



A.RNA polymerase 454 %! promoter {iIL &
B.pre-mRNA % intron 52 exon
C.E ) mRNA BF 3'-cap & 5'-poly A

D.cap HY{E F-Z5E ribosome ¥ @ poly A 5 mRNA f2E AR 5 e fEfE
42. BRI NEE IR SRR - Ty IMa & i B 2

AR S (SNP) MOt S — LR e S B R
BALPRZE S — i L
CHEPRH B A S B SR IR B —E AN e B

D.A&T (intron) HYEESE—ENGREHREA
43.BHRY GOPD EL[NER GoPD dh=fiE (EETIE) KRG - THIE R A EE ?

A.GOPD EREE& A X g
B.KER 5 GOPD F: Rz 2 #f# (inversion )
CALEBURERERUZEFANESE

D. 228 R ATt A B i P 3 AR PR Ry 2 MR S 1
44. BB FRAZ AR A NS, 2 repressor HYRL - FAIAIE i A EE ?

AR R
BB A& E %8 DNA 455
C.a s REEh+ (promoter) i EMTHTHY DNA 751
DB HEHE
45 NFEZ 8 T EE 48 DNA 751 (repetitive DNA sequence ) &5 82 {EFLNBEM 2%/ 0% ?
A.10
B.30
C.55

D.75
46. B2 Thake o MURSIRESHYRREE » Ny R N E 2

AMURARBEIERS 4 /INEF AR BK LI 452 73 il
BRI 5 DNA B - MBREAMAT 3 EEr& - oJ4E 2~8CREE 5 K
C A HIERAYY) By RNA B - [MBREZMAT B - g 4 /NRFZEERL - RAFECRF-20CELT

D.4fi{E& M RNA HEARIFHTE-20C
47 Fluorescence in situ hybridization (FISH) &% FIiA DA CEREHEAHII e fg iy AN IE 7 F45 4 2



A.DNA
B.RNA
C.protein

D.miRNA
B TN Z IR SR ES BN ERZ — » stEeNIE H RHEEIR B Ffeier ol - MI& 5t
E
AHBV B2 HCV 3z Efp IR SR ke G
BTt iR SR LR R B A BRI PRER S AR T e
C.HAV L HDV 55 Efa PR G S A WA T-hake

D.HSV-1 81 HSV-2 fgHHREFS A gE it i
49 BN Bl H S E (polymerase chain reaction, PCR ) HYEB#Ekat > NYIAIE i EHE 2

A5[F Cprimer) HIFFFIEARERATEMZ DNA BRI FAIAGEE

B.Ah# (annealing) JfEESE(REE DNA HEIEIFY IR RIREE

K

C.HTlsE ST HRE RS » FrEEYILEPIE S

D (extension) HFFEEARIES [F (primer) HYFFIETEIRRE

SOLNGE M7~ Ry FIIF DNA FREAL S R AT BRI ITAIGEER - BRI o] 5 B A 2
it 417 B P E{LONAIR IR A

CA 4% 5 0 i S &, 58 Bisulfite)
' EIBEERIDNA
GTI— :

FRICpGluIE,

c© BB S HAL B (Bisulfite)

! EEIEERIDNA
GT{— :

A B oo b R R 1 R LA PR A B HIREENE (cytosine ) #E8EE RyPRIZNE (uracil )

it ¥4 A P E{LDNA TR

BB AEAENAVEEN T (promoter) FRUNIRA S AL - GHEZER LRI
C.LAEA bt 7 AT AR E & 2 CpG fiz&h (CpG site )

D.AEALEREE E % (epigenetic regulation ) HY—7F# » EAEINE RN YGRS B HY 5 U AN R Z 2
S1E B > f8 B HEUEEAHT DNA FE(BEER > oI5 B EHE 2

AFFITHY CpG firBEEA AL
B.EF53#THY CpG fiLdiA B AL

CHEBGERWERE - HEAHE



D BT M AIMRER A BE N 45 m
52 LA MARESF (next-generation sequencing, NGS ) #E{TE feRERIAH AR EEAZe S M » I FASAEE A (Sanger

sequencing ) MEfTHERY » 5B R T ~ O ~ I ~ IVEVU(EE—ZElEE 5 (single nucleotide variation,

SNV) firBh » THIH—{ESE B B A T RE 2 fH 22888 (germline mutation) ?
IHEHERFEE MBEERESE SRaSETEEH

(Reading depth)  (Tumar cantent) {MAF}

BR
%

I

SN

Il T

mm

v [1

i T« r ¥ T 0 r 1 & 0 ¥ 1 f. r r 5 T i
S'E!Eﬁfﬁ §§§§§aﬂaﬁaﬂaﬂa&aﬂaﬂaﬁaﬁaﬂ;ﬂa&
N:REREFSS 882553888 °8888382
B AR ~28 2 =
Al
B.II
C.I

D.IV
S3K ERE > BEPRARSRERS L - WISRE W — D s S SR B e 2288 - A igss e A A 2

A FEEETRAE LR - MR
B A HEF T EBIEIEY (macro-dissection) R EfER S EE 00%LL F - X E
CEAE= Lol » FIANEIRE &5 & B R FEE T8 BT BT

D.BREUENR ALLER DNA - HEf T34 (L REAYEE 53AT
54.PCR & 731l FEIXBR UOAAMT » BEFS A R ig et - 511 B A 2

A.nested PCR H] #2755 PCR K FERY specificity 1 sensitivity
B.#E7T semi-nested PCR % » [Z Ed—4LF 4 ([ primers
C.PCR 7 tailed primer method » B3] PCR K9 specificity * {EAR &4 sensitivity

D.gap PCR JH & ARG BB
S5 B L GRS 2 (ARMS) TR SEIRER - THINGLIT & Ral 2

AT DUEHTE SRR R R R R 28 6 1E
B. AT DUMEHIR F B ze8 (I deletion )
C.HITE%ET 2B NI BT 3 Rllig ks

D. A BE [E]HAa R 2 {[E 22 2 8E
56.Allele-specific oligonucleotide hybridization &2 {5 FIE RS EELE R 7 T € L FESRSTHVERET B YR

ARl e 7



AR RAE 20 (B E e e G
BN % B 7 BB S AT 3 R i A
C. AR HME A ze B n PR e Rl ]
D I8 8 Bl R AR R =
ST 4Bk I & E A B oV ERAEIER - THIEREE ? O EFRKRED QO EHERTER
ko QEBEEHE ORSHEE O _MERNIGERIL SR E K
A@@BRD
B.ODRBA
CAHRDR®

D.O@BB®D
58.(d8 P AV i B 35 B AR R TR T 524 (MALDI-TOF MS) 43 VB RS » FTHIS YA TSR (time-of-
flight ) f FZHUATAREIEAR R B (peptide fragment ) HY{a[fEFH4E ?
AR B
B/ &L
C.=4R45HE

DSy F&

S5O.BA HLA AL ARRaM - T AR TR s ?
A HREERAIEUE
BF B SAZERERR 2T (sequence-specific oligonucleotide probe ) Ml
CFPAIRF M5 [T (sequence-specific primer) 7%

D& ER (Sanger) £
60. NF I 2 DL DNA &5 (0] 2

AJETERY 78
BJRHEMYEE R 53T (subtyping )
C.EH—ZHmE 2R (single nucleotide polymorphism )

DS B Y & (S 2 B iRE (L (phosphorylation ) BfEEE(L (glycosylation)
61.BE R BEER BT » NFIRGI A E R N s ?

AMEIGRS > RSP 2 R E 2L R TT
B.formalin-fixed, paraffin-embedded ( FFPE) tafs » WA G {E %4

C.UTERERRAe » AT RIERE - FERRHES 2 e IR



D.pRiitade - /RER

62. 5 S B e 7 A KBRS I TS 2
AISO17043
B.IS09001

C.ISO15189

D.ISO14001
63MBRIEF1Z > AOETTRPAIEEE - MYIE REEHI TH ?

A.dbSNP
B.ClinVar
C.BLAST

D.TCGA

64 ARIBEEIRTE K » HE B FERER L BT T T A T S B2 R 2 BRI > 3% T EE
ANEBIFH 441> BREHES TR > TITERTTE TR B S es  E e e Tl L |
FRED 2
AHE FE BB TR AR B A
B HAEF (next-generation sequencing, NGS ) Ffli#lEE B3 (et Ea0N
CHERGE &I E BT B A B - A Y EEET

DA % 5% Ry B A T LB AR B i banm
65 FAR A FEHS A MM & s EEYE I 2 LDTS IS sk Er 1% - ATzt viE B R B (mCRC)
ZEREHHRENE > MIERAEE ?

A AT @ mCRC 4H%%
B.H=HEA © 2021/10/18
C.PRI - #4& (hotspots ) ZEZ(RIL 3% » AIAERHIA

DAEE © K-RAS gene NM_0333123:¢.354> C. N cetuximab ( EGFR BEERETiHE ) J6HE
66. NF AT & A 55 B4 PR S RS A A % e 4 A 2

A BITHEALE R &
BB EHERA
CREE A
D. BRI 4E R 2 RV AT
67 RT3 Tl > MY BRI T SO ks — R Sl EE R e 2

A.BK virus



B.JC virus
C.vaccinia virus

D.rabies virus

68. NHalfEm T E AT E » NEIEIRCR (isothermal ) #E(T ?
A.loop-mediated isothermal amplification ( LAMP)
B.gap-ligase chain reaction ( gap-LCR)
C.nucleic acid sequence-based amplification ( NASBA )

D.specific high sensitivity enzymatic reporter unLOCKing ( SHERLOCK )
69.DNA JE AN ETEFEEER > YIRS R EE ?

ANERS I LR & £ AV E A
B.ITS (internal transcribed spacer ) B D1,/D2 Wi EREL IR P4 /& BB 23 AU A AERY
C.EHEMIZERERNA = AR H Py B a8 ZErR:

D.E &Y rRNA 4% 18S, 5S, 23S =7f#
7058 8 oy T2l A R TR B Y 3 BEEA Ry ] 2

AU E G i
B4R s e R AT DA A 2 BB A (multiplex ) AYRITTE
C.E&AEE1E

AT PR IS H P A A R
TLEARE S SRR TN R R AR T IAME R R AN R

A.D-alanyl-D-alanine ligase
B.D-alanyl-D-alanine endopeptidase
C.D-alanyl-D-alanine carboxypeptidase

D.D-alanyl-D-lactate ligase

ARG EN AR > SEEERRZESIEF A ? OFER8E (karyotyping) 4747 @IRALEYEHEASE
(FISH) QR E S & HEIESZ FE (real-time quantitative PCR)

AD2D
B.2RD
COQD

D.ODOO
73.L)FEE R BERE DNA (circulating tumor DNA, ctDNA ) {E EfEfg2e 8 B R 9 Fia Bt A » IHIRGl o & R i



= 9

A JEEIMKER DNA (EJEE /D

B.E = Mk R DNA ##8k H [E B R 22880 DNA K&k
C.EAZB KRR DNA R B2 Resa F B o EELUREH]

D.JE B RAE T DNA S0 » AT 2 B B T EL PR
74, 9 R A R PRBIE RS AT iR 2

A.TP53
B.RBI
C.APC

D.EGFR

75.%817 acute lymphoblastic leukemia (ALL) fiE¥EFERR (minimal residual disease, MRD ) AYELHE » NHIHAE A
e ?

AALL MEELCERE H aa8E MRD
BB B BE R AL R B MR A S Sig i+, MRD
CJRAIE Y CHERS 2 (FISH) BHIR E & B &l E 51 MRD FYERUEHE

D. o] LU AR SRARRE S A Bt 2 e e B RS (E0H] MRD
76. FH{a] FEFSAEEL pembrolizumab G y2s &R AR TECHIARERE

A.microsatellite instability
B.tumor mutation burden
C.PD-L1expression

D.K-RAS mutation

TIAEEE > 572 EARA allopurinol 5 [REELEAYEEY)A RAE - ERE 15~20%HEEEBREA LA R
TS AN ?

A.HLA-B*5801
B.HLA-B*1502
C.HLA-B*5701

D.HLA-A*13501
78. NHI A FEEL RS ge @it il S-fluorouracil BHEENTHEREEE ?

A.MutL homolog | ( MLHI)

B.excision repair cross complementing 1 ( ZRCCI)



C.polymerase 61 (POLDI)

D.programmed death ligand 1 ( PD-L1)
795 FI A 43 FieBate H] B 2 & mayAHRE R > NYIAE R A E 2

A BB AEE AT T LU B i i 5
B.ET LR 77 R SIS Y B R A R
C.EBEE il PR FEIEAY B R A mi )

DM EE LA FREEEHREREY - AR EZEIME (polymorphism ) 3¢ DNA-STR (short tandem repeat ) Y]
80. NIl fEAZE Y EL R AR SR - & F DAREE 2L AR S TR S RA 2

A.HER neu
B.ER (estrogen receptor )
C.BRCA1

D.7P53



RIS E 2L 0

Yoppgp 2T - A EPRERHATL R § 2 SEFT RIS FIRTSRARETE F R
W B EF %i“&k&j’éﬁ NP Y T

S FE R

FOLH FEAGRRELTEALKSE (F4F2A%) GFHENKE  3308)

W e 803

W E R F AR A (2 ES o AL B PR
45 [01]02/03[04|05| 06 07 0809 10| |11 12|13|14|15| 16 17|18 1920
¢ C/IC/IAJA/D/ |B/C/ BIB/AJ] A/ID B B/ A C/D|D DB
A 21222324125 2627282930 [31|32/33 34|35 |36 373839 40
% BB C/B|C |A|B D B|B CIDAC|C BI/A/B|C|#

5 |41 424344 | 45| 46 14748 |49 50| |51 52|53 54 |55| |56 57|58 59|60
*r%# C/A/B/ B/ C |DIA/CIA/C| B BID/ AI/C|]/A/A|B|/D D

o
Els
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