NMIE#5 - X FEFITFFE-METRE T FEEFIZONES
o F TR PR R 111 L B
&= ;‘\:}%‘ 2N \3—‘1"31““3}% = 2N )\\‘i N E'*é)g N NN 1: ’ﬂ;‘jy?‘f:i
Ao o5 E e IR F gfﬁ 2 A F ENL

& gL 3308

A e A Bt

PP FELATRBFERAERE (e RF2LAT)

LRRERE ) PR

SOEH ARSI A T
RS P B S R A -

LY LIR{E (numerical aperture : NA) FHEAFHNA=nxsind - n= 7P EITHHRE ;0= JeapiE \V)5 s
JERY—F 1 sin90° =1 &/ ME Bzl - AU ERA TR NI ?
A.0.65
B.1.0
C.1.25

D.1.44
2.BHIRAEALE (phase contrast) BEGRERAVALL » T3 o[ EHE ?

A B SRR AR R AR
B BRI E R AR R
C. LU iR seim e Sy &t g

D HIFNNEEHI 5y etk gn - BE AR A
3 ARBAAEIKES (Bence Jones protein) ZFAL - NI {al FHIEHE ?

A BB SRR R

BEWHIET » SELLBIR

CHIREH0CHIG0°C2 I - FEE BB TR

D FAEI100°C » SRR

4 DARHGALR SRR LR - THUTE 2 e M DABRE A 2L » Tt 2 i 2
AEOHE

B.#&5H

C. 2 TiFsE

D RIEZRIR
S NHIA B i & PN Ry BRI IR ©

A ZEREFR

B.RE% R



C.=#PR
D.24/\EE R
0. LUK RAMUE R IR 2 2 - (5O MEKEE e iRsE R E (++)
A TR RS R
B. &R R
C. BT (T

D UEHE R
7T B R R AR A L ROR LA S e < JREY) 2

A JRRE A E A PR
B.Benedict; @ FRfE
CoKiGmg g R EH

D.EhrlichjE i RIEZR
8. R ERAI AR I PR I P T A i S P

A .Diazo reaction
B.Ehrlich reaction
C.Greiss reaction

D.Pseudoperoxidase reaction

9. THUARENE A H I PRAERTH A ?
A FRIEHIEL D
B GUHIPRISER 73 b
C.RRHIRS RN I

D BREZR TR
10. 5T Fyfie N £ e R ETI = E ?

A R g
B 5 i £ i
C. i L i

DRl
V1L PRUEB 22 B ANET R R IR - AR ol 1w 2

» ATRE

EL NI {al Fe i e A 2



A H BRI R
B A E—4RK
COU BRI & FI S A B

D e e 2 FEY)
12 PR)0E 2 se4ife (glitter cells) BRI b ISR IHE A HHRH 2

A.occult blood
B.leukocyte esterase
C .ketone body
D.bilirubin
13.{sE FIHemoQuant 77241 7T HH B M BRAYATAL - NIl $haR ?
AR BRI (benzidine ) 2 EMJE » Ha] ARSI SE
Bt iliaASAYIM AL R E R B (porphyrin) AYE
C A FHRR LB A4S &2 B8 (porphyrin) DIE &

D AZEaPEERCZHE
14 R HIfAIE R AT i Ry BB A A € 2

A .Sudan I
B.Sudan IV
C.Oilred O

D.Safranin O
15. F e E i & Al mERGE S - FER N IE BZF MR &= ?

A_125I
B.sic,
Cay

D.32p



16. T RERE RAHAE T LI FC B (Prussian blue) (ffiie 2
A BRI
B. L EERAHAE
C. e sk

D& Bk
17 A Charcot-Leyden%t & > Uil » FHIIfa] & 2

A ZUEREYE A MERIITTAEY)
B./NE By (SR BB AEIRGE & KN —
C. G feosinde s

D fetate 2 75 » AR E — R EERA TR R
18. B BORAVRCL - T HIfAIE §ER5 ©

AJEIEOERE (Aspergillus fumigatus ) HFREEE BT 4u4sE R

m

B.# (KAt & ( Paragonimus westermani ) YN 2 et » JIFREESR
C.1WifEhkr (sulfur granules) 2HKAEED > HES1 mm

D i picsk iR EE
19. 88 £/ N BRI A B AR SRS - 5 a3 B A B MERERE 3 i R AR 2

A QMR LT HEEREYE > AREERE
B.BMmEkE BT WEEE TE o ARRESS

ot

ES

C.AMmBREIEY - @EEET S > AKET
D.gmEREIEY - #EEET S - ARET S

20. HAHRR BRI ALB SRR A R SRl A AR - I EEE S H T ?
A7

B

C.JE4HAE
D B mERGUR

21 TE R R R By i e P B L 75 PR P Y LS SR Ryl 2
A BERFERIHE
BB R
C.RERRR H N E B

D. W& T
22 TF e EFF & FLUEERUK (chylous effusion) HIfFRA: 2



A H5%E B TR KR LB GYORL Y ER
B AL SR 0 o R R i R
C.ZLIRSNEL

D.LIZBEZEEL > A EEEE
23 Hg KBS A EZE DRI % /) - ATFRHAE Fi2 R (exudate) ?

A.04
B.0.5
C.0.7

D.0.9
24 T F a1 R BRSO RAE N S R A R T EA R A 2

AL ERE S A SRR AR
B. BBk & a b b M aE R
C MM G SR8

D 5578 & T e T
25 TR TE RS BRI ROPR IS A0 - {716 TE R 2

A B R AR
B. G MR 2%
C. R AR —F

DA &R
26. 1KY E BNy BRI W 2

A FiTFIHE
B.f=2
C.FRIEERRR
D%
27IEHE B EREIE 2 ER E PR IEZ 2V Rk % /D umole ?
A.12
B.24
C4s8

D.9.6
28 BT KR RRAMES - T HIo[E B 2



A TS — TE R
B &A% M
C. R M B4 B4~ 6%

D.EEsrafEEs sy - Lk
29 FI SR A S HVE e A & » BIUEhWCGRER SN - PTG HY ST 4R 58 &4 ?

ABYE

B

CARREHH

D FREEL#EL

30.{5E A EHH s A T IR At Es - PRI DU 88 2

A JEfT

B. &=

C.iREhE

D ERE
31 ABS R = M08 ( Necator americanus ) 1% > 5508 HIR NF e FEEAR 2

A2
BRI A Bk 2
C.RzE
D.igE %
32 fEHERE GRS - P SARIR (rhabditiform ) 4hE&iMREEERERIN - AIRZLH A A TRERY FFIfa& ?
A (Ascaris lumbricoides )
B.##E ( Trichuris trichiura)
C.—45H8985 (Ancylostoma duodenale)

D.Z2 4585 (Strongyloides stercoralis )
33. T FIa 2R R SR ZE4RES (Anisakis spp.) B2 HER) ?

A SRISRATIER B IETE
B fER g o]
OR(S=F: 7/

D fEngmH- 9 b sk aide
34.Fetw 72/ NS BEEEIESE (malaria) REMRKRS - TTREEFIALMERA FHIfafEH S5 ?

ABETRR



B.& 8 245k (band form )
C.EZFCEL (Schiiffner's dots)

D. A5+ BE (Maurer's dots )
35. N FIfa & 2B 458 ( Wuchereria bancrofti ) BYIRYEE 2

AR (Simulium)
B.it- ( Chrysops)
C.g% ( Phlebotomus)

D.&Etr (Culex)
36. FFIAE AR ARSI A F BE 38 4E B 274 (ectopic parasitism ) ?

A BT £ ( Paragonimus westermani )
B.EGiZ4bE &S ( Diphyllobothrium latum )
C.4fiz8 ( Trichuris trichiura )

D.EERFIR & ( Clonorchis sinensis )
37. T ¥Ifal & Rivalta 555 e ZIR G R IE ?

AJSERER
B.fig/K— 2K
CJRE
D.fE/K —JEHI&
3R.IEHIET » Tl Nonne-Apeltit B gy 2 Fi ba 14 57 1€ 2
AfgK
B.J§&H R
C.RAfI®R
D.im##
39. THNAEEA G2 E N AR HEEY ) B L TSR 7
A PR FE
B.REARIUEE
C.REOHAUE

D. @&t stk
40. THH B RBRIR R A ?

A RIUE



B.fg&as T
CHitatnd

D.gifitnds
41. 752 NEmRNAZ SHEAAFFS - e T RERER I 26/ D . 2
5'-AGCACCAUGCCCCGAACCUCAAAGUGAAACAAAAA-3'

A.6
B.7
C.38

D.9
42. NJHDNARBUN RS - T YRR B A A 2

A.Okazaki fragment¥57HRNA primer~ r] #5#
B .helicased | i #f B BUP BR R AYEE —
C.Okazaki fragment/Z FTRNA polymerase &3¢,

D . DNA#EELRET T [F MRS 2
43. TR R R BRI EL ?

A.c.6404_6409inv
B.c.6403 6408del
C.c.6403_6405dup

D.c.6403_6404insGAAGT
44 ENZe BRI - YA R ATRE ISR 0 E DR ?

A silent mutation
B.missense mutation
C.nonsense mutation

D.frameshift mutation

45 AR B MUK ECE Bl LI E T 70 A B 2 HUSERIRVEERE - NI % 5 R IERE ?
A.EDTA (ethylenediaminetetraacetic acid ) BZIACD (acid citrate dextrose ) f@fa & RIZEHIDNA
B.EDTA ( ethylenediaminetetraacetic acid ) B2ACD (acid citrate dextrose ) fifa B A ZEXHYRNA
CEBRERNA - IS ARNARRSEH - I bRasn

D .heparin N & HIHIPCRJE TR EZ G b
46 BN A E R B EEZ RS (allele-specific oligonucleotide hybridization, ASO ) HYFUI » FHIfa &R
w7



A FrE RS F R ATRE - ZHE8 4520 bases
B. %y T iEE i IHYBUEE - 7] LU ECPCR—EE#{ T
C. Bt RACREE ¥ AL Praseat < BRS Ry P i B

D. HATASOEJE FfE R fE AR HIELHR T3 &
47 R &G ER FE (polymerase chain reaction, PCR ) AU » N5 E i A M E ?

AR HAEE AT K FRHARVPCREYHEFS » AEEET S W primer [z 57 FEHRF 5 1R &
B.PCRIZJERTE — B Edenaturation > H /& ZHF ERLVDNATT B
C.annealingf{V; 5 f& Bilprimery 2 5114H 5 75 8

D frfl 2z S 7R E RS > HIPCREE & & AR
48. THIBEARAS > e 1 & AT R SRR T 8E ©

A FEUIEERG IR SR T B
B. DIt ER SRR ARG R 4R
C.its2RE s THYESS

D iEAagHE:
A9 ETRMAUE PRV EEVERESE - OPCRIGIE @R QRSN @ RN - THIffEIEF R E ?

A.OQ®B
B.2G@@0®
C.oOO0B®

D.Q@@®
50. 55 PES | ELEr B AL N4 FERS (array comparative genomic hybridization, aCGH ) &4 & FI ZL e iaDNAfE4E R,
EHE FEOESENTE  WEFrRIsERESEER - Ty & i EiE ?



1 1 11 4 1

1

L e e 1| e e TV e N e u-—-ﬂq
1 -1 1 -1 -1

s TS TS S T
1 1 1 1 1
() Pl impeyrfotel [ ey Umfh—rm 0 [rorstemsy el (] [ttt
-1 -1 -1 -1 -1

EaHS6 RERE7 £EHES8 B E29 EES10
1 1 1 1 1
1] e T B e [ e [ 1 e
-1 -1 -1 1| 1|

B REE12 REE13 REE14 TEIE15
1 1 1 . 1 1
V] i w-::— [ prettviintrory () fhpteaiatiten] )
-1 -1 -1 . -1 -1

FEHE16 ZEE17 2EHE18 REE19 RERE20
1 1 ] Prymc—
0 prumrmsirtdgmingd (it rrrmtmiaa | )
-1 1 -1

EiE21 B FE22 SREEEX
ALVE FI R HI B — % £ 855 52 (single nucleotide variation, SNV )
B g A ATE S 89 L (el A R F Bt (large deletion )

Cg A By BIEREA

D 4nHRIEE A ERGE - 552 DU MRy Skl e s
51.41+¥ B FEIESE R (single molecule real-time sequencing, SMRT ) AVl » N4I{o] & &7 IEHE ?

A BRI E PR A e il B AR R e PR a TR B
B> 7RI E P S TR IR 0 A TR ZEFIDNAR &
CAIEIN —REFELHVER (reads) - B TRIFEFIVERER

D g —AUER » By 7RI E Fra e M HE ZE R EE IR B (abundance )
S2.RAR AR R SE T A EUSR R T HIRC ] AR IR 7

A ERFEEE HEEER R R
B.&F &= (lab-on-a-chip) RN@EHRAEYIE R -~ &k
C.ESY T ARE(E B S R BOEEST

D ffsihe it n EERAF Riaier AT - mIktesetmayy) o
53T HIAIE A B P AR R B — A i B 2€8. (point mutation) ?

A WEIETHREEZE5 2.4 (amplification refractory mutation system, ARMS )
B.E (I R R R FERS (allele-specific oligonucleotide hybridization, ASO )

C.1iEMRHIEG DI EE (amplified created restriction sites, ACRS )



D.J5E A8 eFEAs A (fluorescence in situ hybridization, FISH )
54 EBEEFE (isoelectric focusing ) Bk FEE A B K BREAE ~ afdFF T EE A E 7l ©

A BBREFLE AN
B.SDSEE
C.pH B5[E

D. g

558 \IEHEFTHLASY NG » 3 IR HLA-A%02:0 781 HLA-B*46:0 I FRRE S 360 » T30 o] 2 i 2
A ERTRES (R AFEREEE (haplotype) L

BLi& MR S LR L 54 R T (linkage disequilibrium ) 5}

C AR 2005 » SIS R E Y BB R T

D. b35S B 71 5 P e e
56.[#f}/>systematic evolution of ligands by exponential enrichment ( SELEX) » NIt # f 1E i ?

AR ERSEAI4F T DNAKE & 2 28 [ B (19354l
B. RO AIFY IS H RS
C.HEHHE4EMIDNA » FELIPCRIGIER - WAFEFF

D.E MRS =Y .2 3t
ST HEFTHERCEER (hybridization) B > THIFEGRAFRAE ST TSR 2 BRERCH SRR AL ©

A (KEEREUAR ~ (OBEHERZ (formamide) -~ &8
B.SEEEE - S EEHEER (formamide) ~ &0
C.o A ~ (BEHERZ (formamide) -~ (K

D RESEURFE ~ SRS FERRE (formamide) ~ {EOf
S8. T HIAFE AR A AT HLATDNA - Fe A G e MG AR FE g B R ze 82

ASESME A (FFPE) HYREREAHSTI A

B.fi#Rg ¢t ZEfI4H4S% (needle biopsy )

C.AE MR By e

D. CIPERERE AR &85 7

59. ERGRER RN G 2 B ST BN IE T A EE B AR (stroma cell) HYT-HETHE hitR (HAVEERE - BR

TRRERHTAN RSN - F SRR AR S e BRI R R T RAVTTE - IR A2 H
B R R A Rl 2

A SENEPHBEZEE 24 (ARMS)

Bk RE S Sl E (PNA-PCR)



C PR EMAERNT AHEESE (allele-specific PCR)

D I Sl S - PR R B E 2 A3 (PCR-RFLP)
60.ZEHRNANFiTE 1065%1% - 11260 nmyRI{SHIR A /50.5 » FILAREG L Ry o] 2

A.100 pg/mL
B.200 pg/mL
C.300 pg/mL

D.400 pg/mL
61. FF &R EEA P& RHE ?

A.GenBank
B.DDBIJ
C.EMBL-EBI

D.UniProt
62. EEpE R L IE S Thabata B RS - ARifbarE B g =ML ENEL » TSR A EE ?

A EinElEst AR E - HEEENER=EMEHTTE
B &R =FETRILY - BERERIEH TR —  REGBERE - 85 PSR — R aE asln T & Rt
Cafg A EBm= L E T E T 2000 - By ] DU A SATia BRI b A T 5 U
D. 8 ER=MIEEERARER - AN EEREE e - WAHER A S 2 Bk T ey B 57 2
S8k
03BN 7 Thap E = VS B IREE (% T E R A EE ?
A SBIEAREAIRFE BierEa Bt - WA - e Eis - DUs etk Eia i DUROR A ie s

i

B.{EfAAE (filter) HIMERER (pipettip) - Fiibtafe sl 5 A0 E R E

R

CARMEI096 R /K TR - SRR

D. EREMN5AEEER - (LAfmREHERREVK - B TIFEEER I Twipe test
04.RIZ T R E BRI iR St SR B R R s e (T B B B A AR - AT DAST B R =B il (LDTs) HYEE
fir > THIATE AL ?

A BRI ) T IR BB 5 (THRIF - BB ol FL R B L

B.Ztas NV B iR - % E s B H AU # A A R Y B E B R R R TR B B = Y Y|
MEsrEraE

C /N SBielart - Zie iz HE SEhE LR B EBE
D ZEtsa/ MR AER A F B E - 2B R EEH HBE R EESSBNE S g RS



65 5483 F Finucleic acid sequence-based amplification (NASBA ) Wit iE TR » NYIRGI T EH R A EE ¢

AR 1EEGERE (isothermal ) HYRZIEHEIS L i
B /A FAE| = f#lEZ » A Sreverse transcriptase ~ RNase HEZT7 RNA polymerase
C.VE T E S (deoxynucleotide triphosphate, INTP) Bi% s (nucleotide triphosphate, NTP )
D57 B DNASRN AP A R AL » K492/ IS AT 67 E Aaiigg 107 i
66. TN FIM TR~ R EFFLEE - SR BRI E R E ?
A.16S rRNA
B.16S-23S rRNA ITS
C.recA

D.5.8S rRNA
07 GEZARE T - JiAE RBLEGIEEMERN Y » Y E R EE ?

A rifampin : rpoB
B.isoniazid : katG
C.ethambutol : embB
D.streptomycin : pend
68 Fl| FHREHTIUCAFLAMT - HEF T3 53 TA0RIRE - NI el 4H 7 35 SRR A R B S i A i 2
A.EBV : EBNAI
B.RSV : nucleoprotein gene
C.SARS-CoV-2 : open reading frame 12

D.HPV : L1 or El open reading frame

K?

69.Spacer oligotyping ( spoligotyping ) = FR4EIZARE (Mycobacterium tuberculosis, MTB ) 53RNy Tl 7

7% > Bl spoligotypingYRLAL - NYIAIE R A EE ?
AMTBIVERAE T » BA L (EFFFIAEIE B2 R3o(Eipk Bl - 2 Rydirect repeat (DR) LI
B.MTBHYEL A 1 direct repeat (DR) 32 FHELA 1] B 5 AR (UMY spacer sequenceli&@
C.spoligotyping & LAdirect repeat (DR) @541 PCRS [+ » Wit #fspacer sequencerat B — MRS

D.spoligotyping 75 2 #E1TPCR I BT S e
70.BRAR M —257% (one step) real-time RT-PCRAET B B3 BURCIL - YA EE ?

A.[E—& #FTFcDNA S K PCR 7 JiE
B/ B - iy

C.EABLISAZYAIALE » HHEER S A0 A R M



D ZARIEDNATE & o] DA s — 1%
T1RAR DM MAYAUE - TYIE R EE ?

AFHRBEL > R R R 15 8 -
B. B TUEoEE > —(E2E4EFE - — K S EER SR
C. = (HoFE R G Fy b A EMEED > i FyHbH disease

D &t EmEsE - Hin R a] tHEEHb Barts
T2 2B VR AN B Sl (GOPD) G = fEAVELRE SR B GOPD-EE % 57 » HAZ R Ky -

A.c954>G
B.c.4934>G
C.c.1376G>T
D.c.1388G> 4
73.BHY UGTIAIENEE S [(TA); TAA] - TR [ R A E 2
A FBUGTIAIFEZEEE(E
B. LR 8 B8 A A UGTIA TR RN BREh T- 15 5,
C.EAE(IH G AE (Gilbert syndrome ) 758

D. & {#HSN-38& & ~kE > #Eif 5 [FELFEEYjirinotecany 3R FUEIE F
T4. Fha MR AL IR 2888 » BEAICIR BT DA [ FE g4 4% 5 4% (tumor tissue biopsy ) BVJE: 18 1R ik RE e ey
DNA (circulating tumor cell free DNA, ¢tDNA) : BEF 1S Wi fEIR S 0T T ieERAy bl » NoIR ol # 5 i

AR R RE R DN ALL 5 fir BB YR 4H 4505 i SE RES0 (DRI 5B 1 (heterogeneity )
B i R 4H 485 b L P 2 MURO e AR PR DN A & S A iR A - DR P9
C.HB MRS DNA R BEEE /I - /2200 bp
D.PLE RIAYET » fiEhei 8 R i R AE R DN A A B AR
753 HE 2 ARECEEY A BB T F A E AR AR Y 7 T A Sl A AHRE 2
A.BCL-2
B.ER

C.HER2

D.7P53
76.fEREZEE T (tumor mutation burden ) i & F TN FIASE T A ?

A NGS
B.Southern blot

C.FISH



D.PCR-SSOP
T BT P B war farin Y 8 PR & B\ AYELN 20 BUMARRE  05R0R AR RESRAI & - Ty
R 2 BRI AH iy P A& Ry i {2
A.VKORCI promoter -1639 G/G ; CYP2C9*1*]
B.VKORCI promoter -1639 A/G ; CYP2C9*2%*2

C.VKORCI promoter -1639 A/A ; CYP2C9*3*3

D.VKORCI promoter -1639 A/G ; CYP2C9*1*2
18 W EMNAREBENM (microsatellite instability, MSI ) 2 & Bl 257 L &EY))5-fluorouracil (5-FU ) 34 5RAHRE - B
MSIgH - NHIAT & A E 2
A MSTH] i B4 8 7k 5 Genescan 73 17
B. & RERgAH AR E F 4HSRAYPCREYHR E 725210 bp » HIZMSIEEECHRE Fsf2
C. & R AH 4R 153 0% HIMSTREST R Ky 5 1R - 300E K= EMST (MST-high )

D.ZEEMSI (MSI-high) JE A > B2 5-FUARERSE AR (E
79.Oxaliplatinf& > {# FH 175 & i AHRE S B R n Va8 b > HUBHESSURBERCCIFE AN F I &4 » ERCCI{E4IAE
W EBE 2 ThRE Fyfn] 2

A fnRAHAE A H
B.{&1815{5 2 DNA
C.{e#EDNA¥Z#

D Sk & ¥4
80.F 4 EIAT2#% (epidermal growth factor receptor, EGFR ) FE[RIZE8 EHififs i FAYZE8E 2 — » 2 RNy ZEs

B B AEAE T AN 2
A g RS IS, ( tyrosine kinase domain )
B.Z#f5lE 5 ( transmembrane domain )
C.HESNESS (extracellular domain)

D.#FZF4 BN 45 & &, (EGF binding domain )



P15k AT E B %

&3-S bEFLFEH-HEYR I FEEFLRINET R FI %M - F
TREH D RS S PIRE Y E  11IE B R SRR SR RF T A
s ILfE Y R
WA PR
PR FEATRRFARRERET (fHF240F) GAIEREL© 3308)

i dkc 804
wEE R

%501 /02|{03/04 /05 0607080910 11|12]13 /14 15| |16]17 18|19 20

A5 211222312425 | 2627282930 |31{32|33 /34 35| |36|37|38|39)40
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