HI# % - b FRE2 A AR ETREFFT FREF I RSN
Bt s FRSRET - F RS B Y

mo B 3308

P LA F R

PO FELA T RREERAERE (P HFLAT)

TRER R B

AR RIS R SR - Sk SR (E ERESORB B 5 - HOR(TEE - B TS

ROEE ARSI A T

LA R 2 0F - (EHIE S (106%) B8 (40f%) Z4HE » HEFE (field number) /520 - £ H 7
Z PG EIE v R #E A %/ bmm ?
A2
B.0.05
C.20
D.os
2 NSRATIUON R B 1 0f% 5 Ry ORI » IR BT IR S8 o R 2R 2665 2
A4
B.1/4
C.16
D.1/16
3Ry T A eI 2 A e RSB S 80 & (gastroscopy ) A BEMLH ERERY2HET ?
ALz ( Enterobius vermicularis )
B. & #3458 5% ( Dracunculus medinensis)
C.FE k445 (Brugia malayi)
D.ZjE4i & (Anisakis spp.)
4. G T Y e fEE &R (Plasmodium spp.) W » FFE72/ N & —2 ?
A.=HJE (P. malariae)
B.f{HE (P vivax)
C.EM9E (P falciparum )
D.GiZIE (P ovale)
5. TR B A2 ETR B2 SRR AT ER (Paragonimus westermani) J3HEH) ?
A HE (T
B. &g s B Bk A
C.HgEX-Yetnds
D gt s
0. THIM B HIECAEER (cyst) A8(EZ ?
A FHERKE. ( Entamoeba histolytica )
B.BgH[E K (Todamoeba biitschlii')
C.KIEFRE ( Entamoeba coli)



D.ZYp i+ ( Giardia lamblia)

T. 2R IRk (Isospora belli) HIUNEE (oocysts) 5 F T HI{ITELL AR AL+ RE4HA (sporoblasts ) Zplc
& DIEZE

A. =2k (trichrome stain )

Bl e e A (Giemsa's stain )
C.it BEBiBE e e7% (modified acid-fast stain )
D-@%I%%‘éizt— (eosin stain )
""" K (tsetse fly) 2 NAIfAFRAFEERAVELS
A.[TtbaigkEsE: ( Trypanosoma brucei gambiense )
B.iERE 4%4&% ( Onchocerca volvulus )
C.EpyuiE s (Babesia spp.)
D. A2 FE: (Leishmania donovani )

9. NYIMEE Y & B I 25 HL Ry 1 ~3 g/dL ?

ASHBER

B.zEK
C.RHgm®
D R

10. FHIAr B A F R e 22 2 F R 2
AR
B.Z{EE
C.RREmR A RSP
D.gRbiiE e

115k baie /KRty - SRigslE R 5 Ifr 2
AT
B.rsi5nE
C.EDTA
D AR

12 AR At - THIa] 3 $EaR 2
A Pandy test/2& g HIFS B 38R < EHE
B4 R E OB & B R15~45 g/dL
C.India inkfg W2 B2 A RO R ER B
D. 2K (exudate) 7 FLFFERHE A

13, FHIfar &R &G Rk Clinitestad S A P51 2
A.galactose
B.sucrose
C.ascorbic acid

D.cephalosporins



14 (RIERSRES - THIRTHRIRBR: ?
AE RS R

B24/NIS R

C=FRR

D.fi#HR e

1S HBIFRRALE A SR LR - 915 R 2
AEFEE®

BB EEZE

CEEEZRER
D.Bzilg s~ 2 6

16 R E MR ER A A FH AL 20 T F IS 1 2
A TKFRER

B. i &
C.im% (Ll
D.&5
17 PROUEBIZE FIAEERFREIYE - T Y IR & R ?

AR B E AT R
B.Tamm-Horsfall protein £ 3 ZEh {77
C AR IR EY)
DB g — AR

18. BT PRI AR AR HIBRRS =~ R » T F0{A1 75 IR 2
A BHEhrlichg A7 2 45 2 JE
B.EAEhrlichzA 7] 2 4 (4 [ &
C. 91543474 (sodium nitroprusside ) 4% FE
D.Bif§ 4% (sodium nitroprusside ) 24507 &

19 BRBEEARELEEZRC KTl Ny efEiRE E 4 (5 ?
A .Benedict/£E g Eg bRk
B. RN AR R
CoKGl AtgbaR &N
D.EhrlichiA @ BRprAE 25 R



20 R AU AR R R B R L& TNYIER G ? OfE R LI
fbREIREE ©mEiE-6-wRLH S
A.DB
B.@®
C.o®
D.@®
21 NFAER &SR UERVALIER ~ BEREER ROy 704 ?
AFERFEA R ATE
Bl BT E R
C.ERE A AL
D. ARSI 5 fR4T M ER
22 AR A PRI BB BRI 2 PEER > T3 1ERE 2
AFTELE—ERRE /N
B.Ri#E @@ RE —ELLERE KR
CriZEENEEE —ELkED
D.piEE GO — et E R
23 AT F RS & (A RS HE R Ay EEE ?
A7 (iron therapy )
B.SREEHIEER] (bismuth)
C.His5 % %EY) (rifampin)
D.EMfZ (charcoal )
24 N5 fuTheE S Ay R T AR i Bh 22 B AR THEE 2
A Clinitest
B.APT test
C.Loffler methylene blue stain
D.10% alcoholic eosin stain
25 N el AR E ERREATE 2
A.Watson
B.Ehrlich aldehyde
C.Fouchet
D.APT
26. NI aTReE P N SRR g i ?
AMEMRE R
B. &M RE R
C A%t
D . fifif FE
PR CE =P =AW, - a=aia i DI S e

QuEtEERE OBE(LE

@
=
i



AR s ARER
B.4HREZ REUER ~ K/ANA— ~ BEAINES
C. 2 TEEVEAHE
D.f#E v FHEEE (methylene blue) Fyt
28 A REHEEDittrich [C i T2 Ak » FHIfulE g5k 2
A SNE Ry B SR EINEZEGIRY) - KN —
B. 2 A AREAHEZ FIRES - $ LTI R E A e
C.4HRERE - SR4IEENE - R Y E AN e
D. AT A S BB TR AR
29w DUHITE T 51 fal & LUES HIFS G & 2
A HEE
B.iEEEE
C.JR %z
D.#.%
30.FAAESERERIVATL - THITE HEER 2
A — % DAREAE ZE R £
B.igHsER TR - AEHE T
CERIIHUEE &R
D 4R ER RS R EE & I/ NIF & R AE R
317K S pHE I E RS » EREGAS 28 2 N & Fyfi] 2
A fFZ (heparin)
B.EDTA
CAEPUEER
D.NaF
32 LB EHIRRAVRSR = EIREA T ¢ adenosine deaminase (ADA) > 40 U/L » JRESERIG 2 » AIRZ B LEIR T AE
M2 ETE
AFfi%ERZ
B.J 3%
C.Jgfg
DB e R
33 HE R~ FLIEHR SRR R B 28 By {r] 2
ARSI NEIRgREEE R R 2R
B Fia )% B % FLIE R SEG 2 LAE - BT DA o B R it ALBERE K
C. 7T DA#E 7 35 A= s R
D R 2B A AUERY (chylothorax )
34 BHERRAH R X B YISy 2
A B4



BB AR
C.rgrptE g Bk
IDEANIIIEZS
35. T fuf 3 AT e BH B R AR5 & LUF 3 i BRE T8 2
A.5% acetic acid
B.0.3% lactate dehydrogenase
C.distilled water
D.0.05% hyaluronidase
36 . EHtRE Ny T IS IRRA 7L TRE ?
AL
B.#¥
C.3%
D.§#
37. D Maklerst AR HEURE B BRI - THIEE R HEHRFTA 10088 RS s R A 2
ACEREE A
B SRR RS
C. Bt %
DRI L i
38 IEFAG R ZHE T R HiF IR 3 b eI B o3 A R 5 2
A.<5% ;5 20%
B.<5% ; 30%
C.10% ;5 20%
D.10% ; 30%
39. HATLAB- NIFSR B MRS (B-hCG) AT 2 B2 B I RERG 7 IR - B (0 A BRe RS 7r il Ay R 51{Ar
&
A BRBHPRIK ~ Ba SR
B.EEHPRIK ~ RESRITR
C.RERIMIK ~ FfFe i
D.RBIRE ~ 7K
40. 155 108y 22t - MUE NS BRSO FHE BT A FIREE N YR 2
ARG A R
B.Ra 5 AR PR
C.laBoisE R &
D .25 e e
41 EZAEYIRNASRAEBRES e RNALD FERARNES B S - TIEOBESESIIIER R
(DCleavage stimulation factor ( CstF) @Guanylyltransferase @U2 auxiliary factor (U2AF )
A.OQ®



B.0®O®
C.OO®
D.O®®
A2 (AR T > TR AIE Tl AR RNA B EREA R iR 4 & 2
A.Aminoacyl-tRNA synthetasef{Jediting pocket
B.tRNAKJD-loop
C.tRNA 3' I##5'-CCA-3'
D.Ribosomefy18S rRNA
43 NHIREAPRFIBE AR » fol & FEER 2
AR EIRR IS 0T A R [EIH i e S R
B. R EIRYRRAES 2 S A FRZ H R 75
C. 1 restriction fragment length polymorphism ( RFLP ) J572 5 0aZE (5 FH A=A
D.[R#EgHY F 25 & B A
44 "~ %1/{a]fEchromosome translocationEfacute myelomonocytic leukemia M475 fix A HAHREETE 2
At(8;21)
B.t(12; 21)
C.4(15; 17)
D.inv(16)
45. 5l fE Ty A A b R AR R Y = 7867 %% (minimal residual disease, MRD ) HEESUE (sensitivity ) £
=7
A .cytogenetics
B.flow cytometry
C.real-time PCR
D.fluorescence in situ hybridization
46. DUR M e s (FISH) Fefihsbaiie iE R B2 & EABCR-ABLIGE G ERF - (R HEf—(EH AR EE
THIRSHREBCRER 5 55— A 4L CIBREEEEABL AN » B8 E I A o 8RB LR Z
g 384 BCR-ABLIEEAT (translocation) ?
A4
B4t
CHE
DR CEE RPN
47 B ENERERESE GRS IIE S ek = A a S e e b 2
A {Fbe AR
B.[at s
C.lotEm s
D. {7515 AR
48. 57Tk XRS5 |7 (primer) - 3BE BN FFIIAF 0% &A1 - A RERFEF RIEFR K 5 ek



Pt A HIeE - TR B FEER ?
A S| FIIGCE BIEFEHITEI0~T70%[H]
B.JEZEE R IR [T #EHS (primer-dimer )
C. R oE - primers i HiF HEHA(EG
D.real time PCRAYIFUA F B2 75400bp
49 RNAZ 53 T HI B2 AE - R ER RRNABEARUT ERBLORAFAYATIL - ol E8he0 2
AFRE N BIEM AR ROV EETE > BRRNAKAEEGH) 5
B.ZEHUHHAYRN ARG S FE A A i Y — 20K
C.ZEHUHAYRNA - FECRFER — 70°CEERATRE
D S A T B R R RS - R RNARRRE M - fels ] fRIF1A2-8°C
50.B81* & Hsingle nucleotide polymorphism ( SNP) K752 » NHI{af&Ef; fii/2 L nondenaturing polyacrylamide
electrophoresis/ it 2 (DEERGAEREZL UM /7 H7 (Single-strand conformation polymorphism analysis )  QEEL4E
WAL RS M (Dideoxy DNA fingerprinting) (S SERE LS IES B 7347 (Heteroduplex
mobility analysis )
AD+®
B.@O+0®
Co+®
DO+@+®
S1.NFIMerfE e Fr R B A e e AR AU P 2
A BEBEHEET (pyrosequencing)
B.}E#EFE (semiconductor sequencing )
C.ra[#i 727 (reversible terminator sequencing )
D.Z=#&E > (Sanger sequencing )
52N HI AR E R R T A A A O B — AL IR SR 0
AESFEAERSE (FISH)
B.E#ER % (Sanger sequencing )
C. xR ERZE (Next-generation sequencing, NGS )
D. &L S fe 40517 (dideoxy DNA fingerprinting )
53 NFIAMERZE g B 2R Gl R FEEYINVEF 524 (specificity) ?
A .DNAEERL 458 ( denaturation ) HY)EE
B.5[F (primer) JEff (Extension) HfE
C.5lF0IF%
D. 7 FETEERE
54 AR HIEMEY R (Oligonucleotide array ) 7 4 B BIE 2 Aalt » "FHI{AIE$EER 2
AL[EIRE E 25 1A [E 4
BT B R A ~ B Rk
CHEEN: - FREie R FryEkt



D RS sy T U T
554 T FIIREEEY) 2 BUBEME - T LAE RdliZ o AR B 2 U EERE 1T ©
A .Pyrazinamide
B.Rifampin
C.Streptomycin
D.Ethambutol
56. A T2 ETE R A I ©
ALBERTRER IR
B £ A A 52 i
C i T4l Y P (e b B
D. B A % B i e ey
ST BRI S EE I E — FRGIlE 5 B &2 A 34 (PCR-RFLP) 7% » IR 5 TERE ?
A B R e R A T - P R IR A Y T U B 704
Bt e e IR BIEE UIE % - DA [EfYadaptor DNARES » FELLS (45 &radaptor DNARYEL T #E1 THEMRAY J70%
Ct¥IpatE Y] (tandem repeat sequence ) HETTHINENY J77%
DT % (EFEH%E E751] (tandem repeat sequence ) HEMEHYIHTI%
58. T FIE AT e A R e A A R 2
ATRITHERESE %
B. BERCAERE S AU A E
C.IRHIEG OB & 2 B A
D Gt SUgr%
SORFMEEERRI T THEE - NYIMafE A IERE S ?
A.16S IDNAEF?
B.18S IDNAE
C.5.8S IDNAEf?
D.Internal transcribed spacer (ITS) EFF
60. B hee A% 55— 1Y B S it = 9 5 2 i I i i U AmpErase (uracil-N-glycosylase ) HYFCH » R511{a]
e ?
A BEE MK
B.oHE & £ EREIEREF (deoxyuridine) HIfERSF (amplicon )
C gz R iR YR
D .55y
6 1 ag A% o B RANRE R 3 be - #2538 EIEEE— 4 PCREYINF - TYIIERCIR A& A= a5k 2
A BTG
B. & o s g 5
C.[#FH3"-->5" exonuclease;E Y EAYDNAZE & iy
D.(EHZAEE) (hot-start) DNATE &



02. T s AR S Bl [ Ao A/ IOIR S 3 (enterovirus, EV) HYBEKIMTAESR o BER LARSRITAS FHIRE -

THIfeE N E ?
PAN1 /PAN2 ; EVSP1 /EVSP2
|CFf|CR

MC1 €203 51 52 5354 5501 €203.51 5253 54 55

347 bp
196 bp = < 260 bp
PAN1 :5% B % %3] 1 M: DNAF 2423
(Pan-Enterovirus primer 1) (DNA maker)
T . FL;I 2= + B/ 2
EVSPL:By 7 345 £ 31 71 Cl: #8341 (Control 1)

(Enterovirus-specific primer 1)
PAN2::Z 85 % 9 3] F2
(Pan-Enterovirus primer 2)

C2: #8842 (Control 2)
C3: #8843 (Control 3)

EVSP2: 55 75 & 4% B 3| 72 S1: #:#%1 (Specimen 1)
(Enterovirus-specific primer 2) S2: #x#22 (Specimen 2)
ICF: P & 4% #] i & 3] F S3: #4483 (Specimen 3)
(internal control forward primer) S4: #4824 (Specimen 4)
ICR: P 28 3% 4] R & 3] T S5: #x#%5 (Specimen 5)

(internal control reverse primer)

A2 R AT Sl S B 45 R
Bzl [T s iR IR T @ s T
C.EfHE4H 25 IR
D lIRgH2 KefmBa A /R I B %A (internal control ) DNA
637K FRE - HRRSH AR NI A S o A 2
A HIRAH3RRNZ 28R - R IREET
B.igde L2 R
C. 182 i ia S 2R 5 M
D.gie3 2iinsEia
64.Huntington diseased$ A=Y A » 28151/ falffg Bk A2 7 F IRV A RE 2
A.Alanine
B.Cysteine
C.Proline

D.Glutamine



65 8K iR 5rD (Partial D) [MAYHIRHDELREE E By Ny ] 55 2
A.G3558
B.v270G
C.M2951
D.325delA
66.Hemachromatosis/& —fEH7 A HF EEL R ZE SRS AL RS RE M (B2 - NIl R L 7
A.Cys282Gly
B.Cys282Arg
C.Cys282Ser
D.Cys282Tyr
67 BRI AR AR RIS RO - TH R 855 2
A FEREE (inversion) FEFCEEMSE /N EREER > FH¥E —
B S /\A T B A P Y B E iR Ze B R i AR AR Y £ 2R R 2 —
C. B \PRF-EE R 7 B A BGR g i plose i o/ \ T3 5
DXV NCASE NG -dine YANES Eae-Sinh =t =
68.CYP2CY9.x BRI 2RIV a8 J7s FE AN Warfarin B2 % > $HFCYP2CFLR ZAINVERTRGIL » R F1{a] 4 1ERE 2
A.CYP2CY%E — Russ AR 5541 7{E fir il fH Glycine 2288 [ Cysteine
B.CYP2C9%E = RS BAIZ 541 7T{E R L 1% FH Arginine 2588 i Leucine
C AR S — AU S = AUS R » 55 — RS BUN[E] & 1[G 2 F Warfarin B2V B 8 5 =
D RS — BB Es RIS R - 55 = RIS S RI[E] & H(E RS 18 H] Warfarin 2297 17 & (K
69. TamoxifenE)> (i I FLFEMTIERE A » DARREFEAEESS » {H Tamoxifentt #& PIRY U & {8 A ACHIZEY AL 2%
RIVERYARTE - S REEYNERBERAFTESR - N YIRIIT# FEER ©
A Tamoxifen(F Ffl L Ryfliilestrogen&s A B 15 R 2 s
B.Tamoxifen{F &N » £8CYP344 & CYP2D6IEZ/EF1% » IR
C.TamoxifenfF 48 BN 698 (endocrine therapy )
D. & i (2 EMEEHK 2 CYP2D6 RN 2 RIM: > 285 TamoxifenfE i A
70. T HI [ Bere g iR e 221 3 G i S E (Sequence-specific primer-PCR) 2 HLAZ RS I E
(Resolution) ?
ASEIN51F (Primer) X5
B.#ghns [+ (Primer) JERE
C.1gIDNAEE
D.sgfigrst (Probe) #H
TR M RS B e HIHLA AT AR Ry 70 TARBa0% - N YIRCIL A& $EER 2
AL SRR AR TR A T I A B R e
B. g A A8 R ARSI HLASE A AR
C. 3t BAFAVERS T4 AT A BRI i Sa A i 1 e
D. AR Ernteie & Rt iabm A ER  —



72.{# Fminisatellitef5-E 1Y DNAFE 4 B HEE AT T BEARET - Zminisatellite DNA S A HYILEIZ O EE PSR FYIE
=l
A.CG
B.ACG
C.TATA
D.GGGCAGGAXG
T3 AL 2 AAS R B [F] S SR b AT » AE A R RN fir d 2 AR 2 i 2L [ SO SRRtk » JHEH AT #E
SRR (B HYSTREE: B HR A b ek Bl 4 2
ARG ERg
B.2 15k e pE
CXgutnps
D.y (a8
T4 T H e TERf R R EGFRILIR 2 B R e B BB HIHIA ( Tyrosine kinase inhibitor ) #R#EIGREEEY) B AL
L7
A.D790M
B.L747S
C.delE746_A750
D.D761Y
75 &% % (Circulating nucleic acid ) A DA R B AL B PESEARERIVERLY - T YA RATEERZIE 7 B g ry Rl
o[ 1EHE 2
A Heparin By & A0SR T
B 1B & DAy B 0 T BRI R S
B B R IR I R A s S AR S AR
& DLy 7 2R s s T
76. %1 i B e R . A SHUAR A - o R 2
AT — o-fetoprotein
B.0 & —CA 15-3
C.Ji#fgHE — CA 19-9
D. K#5%E —CEA
TT B EE R EERERY (amplification) 2GR ENEZINZR - NyIE AR A E A TE R b T ERE
w9
ABSERATERSE (FISH)
BRI E B Al H S E (Real-time Q-PCR)
C. X ER (Next-generation sequencing, NGS )
D.Z#%ER % (Sanger sequencing )
78.K-RASTERIZEE T, FURNFF L HIREET » THIAIEZK-RAS ¢ 34G>AZEE TRV E
A3 LB Glycine(G) 5 B i Alanine(A)



3R H B th B IR (G) 2 F RIS (A)
C.E12{p A E Glycine(G) 5 ik Alanine(A)
D .55 100{[8F% E7 % 1 S BTG (G) S SL R AR IS (A)
79 LEEAUELNAHAE S (comparative genomic hybridization) # FHFAFEERY > FAa8e b - I A & RS
AR AR R R 2
A ERZE8 (silent mutation )
B.2v@igi#E A7 ( chromosomal translocation )
C.EEMHRAEEYE (loss of heterozygosity ) &I,

D . ZE #2558 (nonsense mutation )

80. N7 285 (HPV) BT HI TR ERR (i & U] 2

AL
B.T-H 5

C. e
D.fitis



R 3R ¥ R
gapngp: WEF - SRPRES firs [ F RLRFFT FUEFIFOMRL R FERRD
s ‘%iﬁé"f?*‘%‘;"ﬁié:}%gm{fé

L FE RS
POLE FEAGRAFATRALKRS (PHRFLAE) GREAR T 3308)

i dkc 804
wEE R

%501 /02|{03/04 /05 0607080910 11|12]13 /14 15| |16]17 18|19 20

A5 211222312425 | 2627282930 |31{32|33 /34 35| |36|37|38|39)40

50 41 42|43 |44 |45 |46 | 4748 14950 | 51|52 |53 |54 55| |56 |57 58|59 60

5. 61 62|63 64|65 66|67 68 69|70 71|72 73|74] 75| |76]77 78|79 80
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