HI#5% -2 HFIFEF-METF T FEEFIRNNERT
o FRRE > FERME PR T LIE B HE TR
DY -3 £ N 45 SR § T gji%gg; v BLFEF o TR 2R

o B 11301
PRAEIFE (-) (#2500 T Y A g TSR afg g
FHp B2 AR L BT )

PR 2 P
HKOFE  ARERE I FHE T ERS
ARG Ry B — 1R > S (R E B -

L RF el & RS ER AR N 55R %4 (internal arcuate fibers ) 38 Y EHHIZ R FERIEEL ?

A.NHIEE 2, (medial lemniscus )
B.% %5l %2 (spinal lemniscus )
C.4MHIEE Z (lateral lemniscus )

D #8832 Y (pyramidal decussation )
2 HAE RS B WG EE R ECE (Broca's area ) BLRETEKIE (Wernicke's area ) [ 3= BEAHAR AR 4 o f By -

A.SHR7E (arcuate fasciculus )
B. A%k 5 (medial longitudinal fasciculus )

C.25{HI4k %= (dorsal longitudinal fasciculus )

D.A{HIFTIE S ( medial forebrain bundle )
3. A FERE (mamillary body ) #H A BA TS (mamillo-thalamic fasciculus ) > F3#E A LfE (thalamus) AYHR—

THEERZ 2

A JEFHIF% (ventral anterior nuclei )
B.7i{H#% (anterior nuclei)
C.JE18YMHI#% (ventral posterior lateral nuclei )

D.JE#% N{HI#% (ventral posterior medial nuclei )
4. TFaEARLE S (thalamus) - ELEEE AME4% 447 (limbic system ) ?

AIEEEHE. (olfactory signal )
B.#7#& S (visual signal )
C.JE=Z:H A (auditory signal )

D.f RS (gustatory signal )
S THIRAHRSMILEAY T RIAL (inferior oblique ) HYfHAL » {ofFE #E55% ?

A.FHEEfH4E (oculomotor nerve ) 7 HiC



B. gL N EMAEE
C B EEEE

D AR BEHTE IR BR 1R 15
6. NFIfa EHEANSEBNHK (internal carotid artery ) —#EZE AJEG4R# (cavernous sinus) [N (fiif& B {73 AHRHE ?

A 171548 (optic nerve )
B.4MiEt#s% (abducens nerve )
C.= X 1% (trigeminal nerve )

D.;jgE 4% (trochlear nerve )
7. THBENREG (eyelid) AYHEHL » o] 1FRE ?

A BGHR (tarsal gland ) 43 /KEEARRAS
B.UEEIRIJRATIRE (lacrimal lake ) fiz FAHRAESN T8
C.32 FHREEHL (levator palpebrae superioris ) & 2 ¢ BRI

D.REE (lacrimal gland ) iz FAARAES | 355
8. FHIaE AN ESE 4% (cervical plexus) HY4537 ?

A F/Nigg (lesser occipital nerve )
B. B A #4% ( great auricular nerve )
C.SH 4% (suprascapular nerve )

D.§85 4% (supraclavicular nerve )

9. NH Ml E A R B T AT B I 73 =2 2
A EKH4% ( greater petrosal nerve )
B.&/NH#4E (lesser petrosal nerve )

C.5Z 4% (chorda tympani nerve )

D. g5 &5 PL1#4% (nerve to stapedius )

10.#FxF 8 (molar teeth ) 1 » FIEITETAR - HirR & oTsEEA N ITRISE ?
A.it£55 ( sphenoid sinus )
B.&7% (ethmoid sinus)
C.Z8% (frontal sinus )

D. F2E% (maxillary sinus)
11 T5I BRI E4EREOTRL - (5855 2

AR IZ O AILA B EsT L (orbicularis oris )

BB BV S 5 DR EIZE TRE4S (submental lymph nodes )



C. L FBEE P EAT RS (labial frenula)

D.sgErmEEERE F - T/E#AK (superior and inferior labial artery ) » B EEAMEEIIK (facial artery ) 47
b
125 — s & H F HE = (tympanic cavity ) NFEREAT—REEVE ?

A B (CNV)
B. S48 (CN VID)
C.E LM 4L (CNIX)

D. S5l (CNX)
13. TFH— & 565 & MR A E AR B a2

ZBRALE A RARET

R e REAMRIFHG

A ERRTE (left optic tract )
B.#H2%2 X (optic chiasm )
C. 517 14% (right optic nerve )

D.ASMgIREZ (right lateral geniculate nucleus )
14. 51z RgeEry iR £ 2 ER 2 FIA—EREK 2

A .NFgERAR (internal thoracic vein )
B.57E#0k (hemiazygos vein )
C.EIPESE#0% (accessory hemiazygos vein )

D.&E#k (azygos vein)
15 455 vl (serous pericardium ) B¥f& (parietal layer ) AYJEEE R T %1{0] & {#HiE ?

A FhE 4% (intercostal nerve )
B.akdE 4% (vagus nerve)
C. A48 E: ( sympathetic trunk )

D.fg#4%€ ( phrenic nerve )



16. A Rf S RERETE: (bronchopulmonary segment) » TFHIFH & f G E 2
AF—ESCRERETERNRRRE » EZH—(ESZAE (bronchiole) ZffE
B. GRS A HESRERETEL - (HE SR E MR A AN H it &6
CHhBIARE 25 a2 B AT 2 [

DB —{E S BRI H] A ilaie R - A 52 BB AT IS SR B R Al B I ZhRE
17 ARARgE A (sternal angle) Z#ilt - T3 EIEHE ?

A TR — R
B K- {ir B34 S5 DU L5 T e P
C. Rl B A g 2e 2 5

D FEseHE B8 KB EN (synovial joint) > frEFEREF1(E
18. FHEEIHR (inferior phrenic artery ) & NFI{A[FE 537 2

A BEFEHKk (abdominal aorta )
B.%& FHR#EHR (suprarenal artery )
C.AMg#EHk (internal thoracic artery )

D filg @Kk (thoracic aorta )
19. 5 E& EREET%E8E (retroperitoneal organ) ?

AL FFHE (liver)
B.& (stomach)
C.Z=2h5 (jejunum )

D.jEf# (pancreas)
20.5FE#)7 (round ligament of liver ) & {a/fEALTERYIE YN ?

FFkZEE (ductus venosus )
B.jE&E#AK (umbilical vein )
C.i%#E& (umbilical artery )

D.jEFR%E (urachus)

21N ES I R HAE ST e 2 B - el sEEs ©
A % (diaphragm) : f&f#4E (phrenic nerve )
B.BERHL (psoas major muscle) : BEHAL (femoral nerve )
C.JE4ML (external oblique muscle) : T7-T11gESA 4% ( T7-T11 thoracic spinal nerves )

D. %} (iliacus) : B&fH4K ( femoral nerve )
22 BN (vulva) > TRAIRCATE IERE 2



A.FR#E5ZHE (paraurethral glands ) Y g AEZARECHE (Bartholin's glands ) > HZE4E (ducts) FACIFRIE

i
B. KHijZERR (greater vestibular gland ) iz fARIEEEK (bulb of vestibule ) HYH]T /T
C.BMpa%e (penis) HREH)HF (suspensory ligament) - {HZPEEHE (clitoris) J2H

D.giiEEER (bulb of vestibule ) EFaFN#E4H%% (erectile tissue ) FERK
23N FIa AR AR R 2

A#GFRE (ureter)
B.EEd @ik (median sacral artery )
C. TEW#EIK (inferior rectal artery )

D.yp& &k (ovarian artery )
24 FHIMAE R EFENEIAR (internal iliac artery ) A4 <7 ?

ERE A EENAR (deep circumflex iliac artery )
B.#zi##EHk (iliolumbar artery )
C.2 F#fk (superior gluteal artery )

DB T#HE (inferior gluteal artery )

25. FFIfeEZIEHATE (anal canal ) EEBEHLIARILAE 2K ?
ALFEP R4S (lumbar splanchnic nerve )
BB P48 (pelvic splanchnic nerve )

C.EXT R H4%ES (sacral sympathetic trunk )

D. & a4k (perineal nerve )

26. THIERIKIE5EAR (great saphenous vein) HYRHL » A& §EER 7
A —RGRETE B & E#AKS (dorsal venous arch )
B.AAEE (medial malleolus ) FY#& A - IEfH
C. 8L/ \EE#Hk (small saphenous vein ) 2R (anastomosis )

D. %08 A f%AEAR (femoral vein )
27 A — &S s BC LA BE EIRE B T dh_EEF B R (ER (flex arm and forearm ) ?

A 148 (axillary nerve )
B .fgErt#14% ( thoracodorsal nerve )
C. AL tH%% ( musculocutaneous nerve )

D. FEM F#48 (upper subscapular nerve )
28, FHIfa[ HHIR L mEIEZE (sustentaculum tali) | FHYERE#E A EJE ?



AJEFEHL (flexor hallucis longus )
B.JE AL (flexor digitorum longus )

C.J& 50 (flexor hallucis brevis )

D.J&E#EFGHL (flexor digitorum brevis )
29.0FIH ~ 2~ N8 - A i Em R G BEF IER Fyfr] 2

(ZJ (P3)

B.iH—-z-H
C.Zz-H->K

30. /5 K+ (greater trochanter ) R » $f NHIAEHIVIIRE RS BN 2

A KA (gluteus maximus )
B.%& /L (gluteus minimus )
C.ZLRANL (piriformis )

D.EAFLAHNL ( obturator internus )
31 %I EE fE 5L (flexor digitorum profundus ) HYRLEE ?

A.Z5GHL (palmaris brevis )
B. & EHIL ( dorsal interosseous muscle )
C.ETEZMIAL (palmar interosseous muscle )

D.#5HRAL (lumbrical muscle )
32 TN FIRATARERG Z B0 BB (pleuropericardial membrane ) HYRC » fAITESHER ?

A FEEHER OV EIENREE (visceral layer of serous pericardium )
B.ItEANEEF T 5k (common cardinal vein )
C.HEEANEEHFRRHLE (phrenic nerve )

D RERRFTIE B2 e i 5 B R A B L
33 TH— ST AR H S =W (pharyngeal arch) ?



[

A FZeHEH7E (stylohyoid ligament )
B.{55 /)N (lesser cornu of hyoid bone )
C.5E 2 KFfa (greater cornu of hyoid bone )

D.H{R#EE (thyroid cartilage )
34 FIRRRSE B R EAERT > /NG RS IMREIREREA 2

AU

B.&E+

5

C.E+#8

D.E+—H
35 FERRRGHEHA.C B PR (interatrial septum ) HYEEE » HE—FL (foramen primum ) - FHEAZHTA -

A ZE—f§ (septum primum ) Hi,PYEE#Y (endocardial cushion) 7 Giiér
B.ZE — % (septum secundum ) Ei,\AfE#EL (endocardial cushion) 7 gi&
C.55—F (septum primum ) = Fr4HAEsg 4

D.55—rFf% (septum primum) 355 —1fF (septum secundum) 2 @fié
36. FHIH—EREHE » FEETEH (tympanic membrane) (I35 ?

A ZE—H7 (pharyngeal groove) fYYMNEfE (ectoderm )
B.55 0% (pharyngeal groove ) HYYMEJE (ectoderm)
C.55—1%& (pharyngeal pouch) fYNHESE (endoderm )

D.55—f1% "5 (pharyngeal arch) AYFHEIEEAHES, ( mesenchyme )
37 5 E8HIAME (muscle spindle) 9% (internal capsule) FTEIZEHIIEE - NEE

AL EFHZEHM (motor end plate )
B.3212EK#HY (annulospiral ending )
C. ;%4 (nuclear chain fiber )

D L3484t (nuclear bag fiber)
381Ky e AR — GF R SRR AE B (lumen ) HY53 202 ¢

A.FER4y s ( merocrine secretion )
B.TEZR 47 (apocrine secretion )
C.443 (holocrine secretion )

D.A% % (endocrine secretion )

39.E5 5% (diaphysis of long bone) AYE LI (increase in diameter) - fx FEZE FHI{a[EHYIG 4= 8157 {EATE
R 2



A EHME (periosteum )
B.. 5l (endosteum )
C. 558l (metaphysis)

D.&#6t (epiphyseal plate )
40, FFIABIBPERRS (membranous labyrinth ) (G » (1625 2

A.FERRIE (crista ampullaris ) SZ2BHAES A 12 %S (angular acceleration ) HYEVEZ 25
B.JAME (cupula) FYHA (otolith) FHAEN ELRIIZRES) (linear acceleration) HYEVEZ &5
C.HIEER (scala vestibule ) Hi57=[E (scala tympani) FAMEFL Chelicotrema) {57 IHAH

D.H#%25% (cochlear duct) P » JFRENIVEHAS KPR (endolymph )
41.F51ER/ NEIARk (arteriole) FI/NEERAR (venule) &gl » o] IERE ?

A TREMEANRE (tunica intima) A B JERYN Z4HAE (endothelial cells )
B. W E M EE S0 EEHAHE (skeletal muscle cells ) FI5E AR (elastic lamellae ) 4HfY
C. W& FImiEeE AR EIRAE PR (internal elastic membrane )

D. /& 9H FEA4HR (smooth muscle cells ) AR HIRUIME RiFELUAL (precapillary sphincter) - il [ #E
A&
42 TR EEmEIALZE (circumvallate papillae ) FYATAE - o775 TERE 2
A SARTEESMI B B BT
B.&E#F% 5% (taste bud)
C.2EH.ZE (papilla) i/ NHEERZ

D.#FEEEEERE Y L& (simple squamous epithelium )
43. N5IHRE+ 4585 (duodenum) -~ ZZH5 (jejunum) - JEf5 (ileum) =FHAVAERELLEL - (TTHIERE ?

AZER5 (jejunum) FH 2 IFMRAHAE (goblet cells )
B.ZERG (ileum) HiZFiy&kE (villi)
C.+—F5#% (duodenum) 75Brunner's gland

D.+—#5#% (duodenum) 7512 HHBHEAPeyer's patch
44 Ty EREE gAY i /NVE  (distal convoluted tubule ) FI#THI/NE (proximal convoluted tubule ) Y F F7ER#ES
R TE IEAfE 2

ACEVINER F IR A0 5EERE (lysosomes) - 4HFf/E BB S
B/ NVE b RZAHRERIAAEEZ (nucleus) BEEEXTENE (lumen) ZFIH

C. & Iz 4ife > Ry SR 4p R IR R

D.wi# b AR AR S8 (cilia)



45. THIEREE RS (corpus luteum ) HURUIL - fof#E$53E 2
A JEkI B EFE4HRY (granulosa lutein cells) AYEE > LLONERSEAS4HAE (theca lutein cells) /5
B gzt Qg2 B E#E (corpus albicans )
CERZEREREL =R R Ea R 0

D. 24k 0N (secondary follicle ) - gk j@4HAtl ( granulosa cells) R N#4/E (theca interna) 4HAEEHEINEICLSE
2 b By e BE4HRE (luteal cells)
46. N5 (o] e EHAE B RS (basal lamina of seminiferous tubule ) FH#E ?

A FETH4IAE (spermatocyte )
B ¥ 5 4HAE ( spermatogonium )
C.}541H (spermatid )

D.¥T (spermatozoa )
47 SRR N E BI4EFFAHREREA R EN Y (membrane fluidity ) IS > NFIfafE(LEY)E i Ry EE 2 2

A BRI
B fELE R
C.ZfHEA
D HEEES
48. T HIfAIE e N AT REIE AR R BF RS (scotoma) ?
A FE (astigmatism)
B.&HH (strabismus )
C.Z=BFEE( (macular degeneration )

DRI I AT S A S & &8 1 E (ischemic, hypoxic stroke around left lateral geniculate nucleus, LGN )
49. 155 BB IS R DIRERVHRIL - (7T i N

A NEHMEE ARSI MR > Al EEaFEEREN 8T - INEMERIRIE S RS IR R e
RSl

B.scala mediaPN iR BS E AMRERR - $PEE TR RS S SNEE T s
C. B UNElES MBI, &5 basilar membraneitlfiizs - & H ik S HHE =158k (encoding)

D B sAne)— Ui —{EFLE - (EPAIMREIRHS LLfEscala vestibulifilscala tympani {1 AH i
50.Enteric nervous system/f15 £y 5 F (HAEHY—37 > HNDM L EE 2 RIEAE BRI X 40 T Y IH 2

A .choroid plexus
B.submucosal plexus

C.brachial plexus



D.myenteric plexus

S1.T%IERIRSER (EEG) WAL » &R R s 2
A S IE R AR EEIR AT E R B Z 7
B.aosrE M & MR E A (ER) BeEmE CHARIE) - —REE MR (microV) YRS HilE
C. B E R EH - [ETHE S B BT & 2B HARMRE (<2 Hz) 0P
D .40 g s i m] S i HH BB AT D5 BATAT - KRS R B B T SRR S MY S EE S B
52 (R EREIRBALGE R 4 R EIR RS > — 2 T 15 Frpreoptic arcafy{HIEEETR) o 51 ¥fpreoptic areafy il » (] & B
i ?
A ARG E BN B R SR B R MR R 52 2 S A R
B.H A4 Tt % 47 borexinf yefferent fiberskhyhFH Y (LE2Y/E
CHMEOEBMEREIRFI AR G EET » HBENEHRERER

D Hig& EFffIreticular activating system (&8 T BB & A G fAHE58 (reciprocal facilitation ) YIRS
SIAEERET - TEEEEE N . — R B T RO T o AR AR LI EE A fy -60 mVEF - Sy T B8
FHI B E R 2 T R E AR -

A~ SRk TSR AR
B.# - #EET-ER AR
O cut il taniciil; O ol piad i ol

D. g1k AR o SREE TR AR
54 . E R EESHIEIR] (monoamine oxidase inhibitors ) JHEEY) » Eig il Ny HEEYENEE ?

A.ZFG#ENE (acetylcholine )
B. &% (glutamate )
C.HpfE (glycine)

D.1F%& FiEZ (norepinephrine )
S5 TFIERIEE (load) BIZEFREELULAE (isotonic twitch contraction ) 2 fEIBAGAYALIL » o[ E s 2

A EEBRER > YLdE BRI (latent period ) &ith &
B. & EERS - Ug4EEEE (shortening velocity ) &itkg
C.aFH=mMER » Ug#sEART (twitch duration) ik

D. & Sl ey » Uiy 78 A R R ST EROR
56. l—fr BEETHURIUAR - TR EA T ?

A .aspirin

B.vitamin K



C.prostacyclin

D .heparin

57 A RO BB s & ED T B R B P (AR AVAE B 52 > T oI ghaR 2
AP R0 B P b
BT f2 w0 = s L

C.QRS complex & L E B EEL 2 141

D.ST interval 5 fEF LV EBIEE L 2 & (plateau )
58.5RE TEIRYE IR (aortic valve closure ) AL » oIl iEaa 9

AL TEIARIE  RAPAEASE —0E
B.ZEFHEETTER (isovolumic ventricular relaxation ) BH#AR T EhHRIE BEEA
C. B~ RARASS o 170 E ST (ventricular ejection )

D. EEhARHRE P 2 W2 EBIARER R = IR 4]
59 FANSIHE T > RO S S TRE UM B RE s 5 [RESHENNR S B BIR = JRNEEE 52 S5 I R ARG o - LSS
BNTER AN HERIUE - gL —EEREN R IER EETE - ZBRE TR EE R N
{7 2

A S BIEFARAT A RIS TE MR D - HEFFAIRUCAEIRGS - [ EARARES - Jk DAFARIEDR
BRI RE AR S R SR o MENIREAS A/ - kD R AR D
(O 18250 2 WY 01 e e Oy o R W 9.8 590 S s AW T

D FEEF 2T A B EE MR D > 50 2= AR U 4E TR R D
60. 725l » HEFUHEE B 78#600Z7 (mL/min) - FBIARIMEIRE HEATH40ZTF > FLEIK (brachial
artery ) [MEVEE BENATF200ZT} » Rt ZsE /O & (cardiac output ) £52%/DL/min ?

A42
B.10
C.30

D.342
61 .f&FFHULTL - (FHITEEENINREERSE (functional residual capacity ) F5EFZAT 5, (inspiration) - [HEHFIR
AR R A S HEA T YIS ATE (alveolus) ?

AFHJE (base) JiE

B it

C.Hfide (apex) iz

D S 53A7 4 Fifi i 25



O2AEIEHAHEI T - CLE AR AMIME (tissue capillary) EAiEHIME (pulmonary capillary ) FIFZHIALIIL
BK (erythrocyte) > "NHIRCAIL A IEAE 2

A BRI E NS - HAANEREEENL (cell membrane potential ) BEfIZMR(L (depolarization)
B st it e puen Bk - HARFPIGEES SIRBETRAE ([HCO5) Mol

C s amum s mmaLmes - HANam S FImE ([C1) Hhis

D.EE4HE U E NRYALIEK - HAHME A pHIE th#k =
63. THIRHI B (gastrin) HYRAL - (a5 IERE ?

A TEBUENZEEE/ME (small intestine) > DUIE#E F IE 7345
B. X HEEHIHIGIE HEEIER - DAIHI S e 74
C.EZAERN 400 (chiefcell) > DU BE 54

N
S
>

D. - 2{E A 4HRERE s REiiE 2 28 (CCKp) #0788  DUEHES IR
64. TFI|fe[fEf% 2 P E BH A EF I (maltose) /KRR Ryt ?

A TENERS (sucrase)

B.7LHEEG (lactase )

C.)g5 1S (trehalase )

D. k3l (amylase )
05. 5 BB Bl VM DRE » T EE ?

ACFisEn VEEIRILHCO, » SIS Mg S RH
Bormes [Vl s NS EIRITHCO,
Compmes Ve fImms B NS EIR T HCO,

D-srisy VRIS Ve S HT
66.:1E4I/KERRR (clearance of free-water, Cy,p ) YA ECy,o =V (urine flow rate ) —C,,, (clearance of

osmoles) © MCoZ EFERs * VX (Ugsm/Posm ) > FH U o BLP ooy 73 I Ry FRIBEAIT 5E 2 osmolality o 1] {a[fek
AHIREE AT REAKERRE (Cyo ) BRBEE?

AR EAKZ 1%

B.B/NERJE R ( glomerular filtration rate ) $E 1

C.hHiAIREFZE (antidiuretic hormone ) B[

DOFEFERR (Cogm) WD

07 FM SR —HArE =PI/ NFEEEM: (circadian rhythms ) HYEE SEREIESL > & H200E G N5 [



HG (pineal gland ) J30MAT e fa] BR 52 AET TRRIERH (R ?
A S THERTEE (anterior pituitary ) 5 2% (dopamine )
B. 172 X _F#% (suprachiasmatic nucleus, SCN) ; #RH#Z (melatonin )
CHSTRR1ZEE (posterior pituitary ) B FAR{EZFEZ (corticotropin-releasing hormone, CRH )

D. T mZ=E5%#% (paraventricular nucleus, PVN) ; £ ZEFEZ (growth hormone-releasing hormone, GHRH )
68. TN FIARAREEE (aldosterone ) Gl » fo] & EAfE ?

AFBHIZE (somatostatin ) F RGN 7335 > DUBEES BBl T 2 PR UL
B.& ERRE (epinephrine ) FTRIHEE EIEE 73005 » LA B Bk St AU
C.mEW4EE (angiotensin-I1) FIRHEEENR 30 - LUREE Bishi T2 HRi

D. % EffeZ (adrenocorticotropic hormone, ACTH ) R fIEIEEINH 734k > DA B kst T 2 PEIX
69. — AT B SR G (e S8 E LR (adrenal gland) S#/E(MHELIE - DURELISER FC IR RERBE] - (RFF5IE ©

ALl (17B-estradiol ) F1lgfi - (R HREHIAFHEERK (glycogenesis)
B.& LR (epinephrine) S1Us4fN - (RAERTHEITHE A% (glycogenolysis)
C.% [k (dopamine) 73 - (RHEFSHIAH SRR LS M ( fatty acids )

D.F¥EE R (aldosterone ) 43uhe > {EERFlEFE L EIRE (ketone bodies )
70,4 T - S 4 (ETREIZ I > ARSINSHEIMAEEE ( elucose homeostasis ) 2

A BBE (intestine) 4ruMEW Z (secretin)
B. &g (kidney ) 4344 2D (vitamin D)
C Wl (pancreas) 47 faH]IZ (somatostatin )

D.& FRR (adrenal gland) 4300 Ef _Fi#Z: (epinephrine )
T1 ERHERIRZEThEE R EIIRGE » NS il E 2

ALFHRBRIDEE(R N ARIE RIME AR B » (R 4 Se# AT R B 72N
B HRERDIEER THUH A - I {EHRIRZE (TSH) BRESETS
C.HRBEIDRE TUAENTHE A » IMHT; ~ T TSHRE G
D. FRBEDIAEE PRI RMESTUT R - {ERT A S AT R e
72. R84 R ZE (luteinizing hormone, LH) ¥ ZE{E FIFMAI RO ELAHRR - DUf2 e I fE (i l 5200 300 2
A EHEEAMRE (theca cells) —Z2[E i ( testosterone )
B.EEE4HRE (theca cells) — i /i (estradiol )
C.JEHI4HA ( granulosa cells) — e~ (estradiol )

D gt 4fpE (granulosa cells) —S2[&|ffd ( testosterone )



13 ARHINTI R (oogenesis) IR » 51 fal& IEHE ?
A —TEE T 2 LBHIAT AR AR A
B. 4= % U 4R (oogonia) & #E{ 7445724 (mitosis)
C.4 B E 5 — IR RV R R AR N E4HAE. (secondary oocyte )
D BEOFATE 5855 — TR 2P RN T (ovum )
T4 THA—(ER R A P MBI T (pH=7) » HSH# (side-chain) 77 IEEE ?
A.5p#R% (alanine)
B.jEfzRg (arginine)
C. KP4 Hfif (asparagine)
D.RFq4 fizfg (aspartic acid)
75 BARHIP MERE MAE (sickle-cell disease ) HYRCAL » 51l IERE ?
A MECERAIPmBEREH (B globin) FLPNBLZE R
B. g ae e Uik & & (HymskeE 5 o)
C.IMm4T R G DafnBREE HIERL

D #ift MR A MRS - (R SR & oE
76 7£—{E 77 & Michaelis-Menten equationfy ¥ Z (L FEH » B ZE (substrate) JEFEG ]\ AMichaelisF %1
(Kyp) B BEREZ R BE Ry MY 2

AV

max

B.kcat / KM

C.l/k

cat

D.k

cat KM

777 .Pyridoxal phosphateEiaspartate aminotransferase;&5 4 570 Y ELEE T ik Schiff base s fE {Loxaloacetate 2 il
aspartate » [FLHEERE A 2

Allysine
B.cysteine
C.serine

D.arginine
T8 A T A % EHEA T (cofactors ) 2281 » NHIAL—Fdi A TR Ae(F FyB—HRFEE (one carbon
moiety ) BE4SHEBHLEE ?

A tetrahydrofolate



B.biotin
C.S-adenosylmethionine

D.pyridoxal phosphate
79. L& EEES 1 (deoxyribonuclease I, DNase 1) FA=¥)H s AV EE AN TES (endonuclease ) » & & [FfEE
LNZVEIZIE - DNase I Z0EM: EZAEANR NI ?

ABEE§E (glycosidic bond )
B.#E A e EH i ##4s (Watson-Crick base pairing )
C.55ls — 52 (phosphodiester bond )

D.JEEER L E #8245 (non-Watson-Crick base pairing )
80. 5! (] fei Fi 2% 61 R e AR R e i\ 28 A e o PR 2

A .adenine phosphoribosyltransferase
B.5-phospho-a-D-ribosyl-1-pyrophosphate synthetase
C.glucose 6-phosphatase

D.orotate phosphoribosyltransferase

81. TFIH—(E &0 E &2 B B 0 ASDNAR L ?
A.5[TRNAERSE (primase)
B.f#1Z]jElE (helicase )
C.rfulg (telomerase )

D JhtE &R (topoisomerase )
82 . EZ AR DNA#E 218 [/ PCNA (proliferating cell nuclear antigen ) B KRS EDNAZ SEFIIHIPKETTT (B
subunit ) HIRAVERME R -

A .Z:BIDNAF ¥ (proofreading )
B8 IIDNAZE &l 205 14
C. 14 IIDNAZ ARG E & ERE ST (processivity )

D. #4535 DNA/Kf#REZE M
83. NHIa[# Bl L tTI4: 18 (base-excision repair ) B2 FHYE—(EIEFIEG ?

A.APAVE ( AP endonuclease )
B.DNATJiEE S ( DNA glycosylase )
C.DNA#ZH#fF ( DNA ligase )

D.DNAZX &1 ( DNA polymerase )
84 FEEAZAMAE T » FEEFEmRNAL KAV E &



A.RNAZ AT 1
B.RNAZ & 1T
C.RNAZ & 1T

D.RNAZE & i IV
85. /82 (ubiquitin) 2 H'EREMRE > B TETAEEN R AR ELEIFEEE - TYIABES
'E,7ZAE (ubiquitination ) Z#uilt » fa[EgEaR ?

AZZ(LERES  JZRBENE(LES (El activating enzyme ) #4527 [ fEFRHATP
B.E245 51 (E2 conjugating enzyme ) _EHYZZ i &EHHE3 MR (E3 ligase) #E 22 EH'E
& Elysine By 5% 42027 ZALHY T SR AL

D.ZZ{EAVEEE (ubiquitinated proteins ) FELATNES (lysosome ) F7fiE
86.FE /EiE: e (translation elongation ) {EFA/E &L N PEE « O A AR VEIEZEZTE (IRNA) &5
ZoEle  QRKAEARSE  (O##{r (translocation) — (DREEMEIEEEFIZER - NI LRIEFMERGEE
It 2

A.OQG®
B.20@®@
C.000®

D.OG®@®
87. FH a5 i vl fE 28 EAZAHAERNA polymerase IR EFEE(LERSE (polyadenylation signal ) ?

A.5'-AUUCAUGUGCGGCGCGCCGCAGCUCCUAGCUUUUU-3'
B.5-GUGCGGCGAUUCAUCGCCGCAGCUCCUAGCUUUUU-3'
C.5-GUGCGGCGAUUCAUCGCCGCUUUUUAGCUCCUAGC-3'

D.5'-AAAAAUUUUUUAAUAAAAGGGGGGGGUUUUUUGG-3'
88. THIARHFCILIERR (Krebs cycle » BUf§TCA cycle) HYRUIL » {7 EHE ?

A TR fEER 2 th 4 substrate-level phosphorylation
B.—Z5e Ry se (RER & = £ W 43 FHICO,
C.—REEENT v (R AEFR & 2 A2 W 4 F-HINADH

D.— 52 8540 F % (IR €1 7 4 W43 T-H9FADH,
89.6iEAFE % (keratan sulfate) SFABFAY TR — + HB TSI RIMREARES T B R (LA TR &
2

A.galactoseiglucose

B.galactoseEi N-acetylglucosamine



C.glucuronic acidEiN-acetylglucosamine

D.glucuronic acidéiglucose

90.4HAEAETTHEEHTE (gluconeogenesis ) I » 75 NHIFIS it % 22 34 [F)F F Kipyruvated#Hii 5
phosphoenolpyruvate ?

A .pyruvate kinase and pyruvate dehydrogenase
B.pyruvate carboxylase and pyruvate kinase
C.pyruvate carboxylase and phosphoenolpyruvate carboxykinase

D.pyruvate dehydrogenease and phosphoenolpyruvate carboxykinase

91 . FFHaspirinfIfEFA » FHIaF G2 2
A flprostaglandin synthase; {4
B.FF AL (methylation ) F§#7efsz:
C.[#(®MAZ (thromboxane A,) JEE

D. B—fEI B S ERY (non-selective ) non-steroidal anti-inflammatory drugs (NSAIDs )
92.Integral membrane protein ¥ % H [ 1/{a] 58 B H SR iR - 2

A.translocon
B.signal peptidase
C.protein lipidation

D.protein glycosylation
93. %I e fEAG A G 1 #E 7 TB-oxidationH% » F5FE2 4-dienoyl-CoA reductasef{ 2 Ei ?

A laurate
B.palmitoleate
C.oleate

D.linoleate

94. THIARAE Rl (homocysteine) Al » Al 555 ?
A B UM BRI ERRA
B.Hi#EH Mz (arginine ) BT
C &= cystathionine-B-synthase » &ZE([EEAtRZIEFRAE (homocysteinuria )
D. %% (folate) KAz 22B ), AI1E Fylm] Rt helit (e
5. fEEH - MAE (heme) A& FEFISEY 2 —2 !
A.taf#l% (tryptophan)

B.FgfEE (tyrosine )



C.48# % (histidine )

D. H % (glycine )
96. K rfE i 4R BE Y complex V » HF( 2 c-ringf12{Ec subunitFT4HEY > ifF ;| complex $1fJap dimerd:H64H - {i&

& HATE Klcomplex VIE RIS - FLAIfEH complex VARG (B ATP i 1] AE 7R 2 A% (8 G BT B S SR As B

(inner membrane ) ?
A2
B.3
C4

D.6
97 AEHNELH T RE P i caspases fs—fdcysteine protease » HLUE|ZH & H LRI T M REHE AL L Cliy 2

A 440 (serine )
B.#HEEE (cysteine )
C.RKP94 Wl (aspartic acid)

D.figh#lg (tyrosine )
98 .5 453 LAV4HAE (terminally differentiated cells ) 38 @& (AL P AVAD—(EHEHA (phase) ?

A.GO
B.G1
C.G2

D.S
99.Receptor tyrosine kinases (RTKs) f&—F8HE EHYAMHENZ 88 » HA]{Etyrosine residue F#ETTHERS (LA (H IR
B o A& R EARTKSs ?

A..epidermal growth factor receptor (EGFR )
B.fibroblast growth factor receptor ( FGFR )
C.phosphoinositide 3-kinase (PI3K)

D.insulin receptor (INSR )
100. ~5ifa[ & Fy 348 E A (Sanger sequencing method ) FYRASESTF 2

A1, 2-EERR S AL RS (17, 2'-dideoxyribonucleotides )
B.2', 3-EER S k%S (2!, 3'-dideoxyribonucleotides )
C.2\, 4-#Ef S A% E (2, 4'-dideoxyribonucleotides )

D.2', 5'- R S % E e (2, 5'-dideoxyribonucleotides )
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