Bl =2ieed | mrhREnAEE (BEST ]

HIPREL 111 BT 1R TR 2 A
AR Al (28m) £TH B 2 H
(VA SHE - e BV T Bk A 5 )

HEPERE (NAI Ry ERaERE > 150 B > A 2 4y > 100 4y > B8E 1 REAEFD 0.7 43 > EHIEZ 3 Bk » RAIE

B ALY BFERER S HEIIEZE)

1. HRZeBE AR/ D TS T AR F B - i AERS 228 (frameshift mutation) > 257544 (- B8 T-
(stop codon) 2k HIFEEE e i FL48 R M i 0 2 2B HERREE - T IR ZE 8 o] = i A Tl RE IS ARG 288

(A) DT —Ez 4 g A B (B) /b7 —F% 17 {lldsAL 5L A 7 B
(C) &7 —E& 7 (EmA A A R B (D) %7 —E 18 {ElmE AR R B
2. 4HREEFEBIRION T 2B aE iR R LA AR FF 20 DY E 2K 5 |38 TS e 2
(A) —gR{EEHF (first messenger) (B) &k fH=HE (second messenger)
(C) =4} {E:H 3 (third messenger) (D) Pugk{HaHF (fourth messenger)

3. -/ \HECH] - BERIS TR LR > 2RI ATl S5 B A A o [ e el o HH R P s SRR 52 > R =]
REE LR TP BB UEIR S - YR A A RERZ LRk 7

(A) ZJ#(ethylene) (B) ZE(ethanol) (C) 1% (formic acid) (D) P (acetone)
4. Ny fEENY) S A AHSELERE ?
(A) B (B) EitaR (C) Jg4% (D) /K&

5. EZANRE > AHREAERH - E i — BRI ENE H AR 2 AT A HARS SR 25 24 FT a2 o (R 4HRE A EANY&(H
P S %A HLRE 2 1A A G (checkpoint) » T AHAEAEEA > 41T i £ 22 FH N FIfrl T &8 5 0 A Ko & P e
e
(A) FILEHZE A (actin) (B) %% A (myosin)

(C) HHAZE A HER (cyclin-dependent kinase) (D) #HHAZE (cyclin)

6. ™I falfEAf RS E A IS 2
(A) NE4 (B) fu4xig (C) EEKAS (D) 4HAfAE

7. L {EIEYE (neurotransmitter) £ (A TR A ZE M8 (5 9% (3 14 (synaptic signaling) » HAREML F2AT T
FIfar 2

(A) Z=fERETHLE T (presynaptic neuron) (B) zZ=fiz |\ (synaptic vesicle)
(C) zefilfeifs (synaptic cleft) (D) ZEfil{z 14T (postsynaptic neuron)
8. SEHEM PR EE (uric acid)(F Ry B REEYIIFE - NI E A Al fE ?
(A) AIHREERRR K (B) R G AME E M & F I LEYIE
(C) F/PHVKHEIE I & BEEY) (D) FREEZMEHONE S4B AT 52
9. it fL(blastopore)fy4ite s I H1WE— 155 = P& Er e S ay LLa g ?
(A) ZERLFZEE (blastulation) (B) JFERGIEHZ L (gastrulation)
(C) &L (neurulation) (D) #EHEHZEE (coelom formation)

10. S = i E Y ERAE 1S5 27 1 > FAEE #0A KO R P ROHE AR 28 7 (gluconeogenesis) B T 371l {] feE At 251
ThAE B AERHR ?

(A) ZE&EAE (chloroplast) (B) Hi'E & (oleosome)
(C) Hr4#fE(mitochondria) (D) 2%/ \E&(glyoxysome)

11. C3 HEPIHI MR F F (photorespiration) ¥ [ EOC & E IR MAEVIE R > s v RER Ny NI afE (L
BV AEGECEZNH ?

(A) 2-1 % <. liF 1% (2-phosphoglycolate) (B) ATP 5z NADPH
(C) 3-Bkfi H i (3-phosphoglycerate) (D) &5 T
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ROBENRE 111 BBEFEER AR TR A H A 5
PR A (SHE) £7H H 3 H
(A HR H aREHE > ETZEER T35 8 s\ SiEE)

12.

13.

14.

15.

16.

17.

18.

19.

73t DNA tf 4 FEfZ H I & B i anéham (I A A& 5 AR (Chargaff's rules) » "N 41/ TE R 0 A IR A 7
(A) [FE—PiEAREEEE 4 FZ IS 2 SN E

(B) RNEYMEN(EREE 4 X R EE 2 2= MHE

(C) NERZERERIAVHE 22402 A B G fH[Em T 8 C fH[H

(D) MEE(purine)HY4E & & BLLE (pyrimidine) YRS EH%

HREAAEVE (chromatin) LA » NI i (A 2

(A) FEIEVE B S BRRES M B /S Al SN SRS

(B) FEAL/EY DNA HIEAL(methylation)fe 2K E L B RIFHE

(C) EZ+t/E (euchromatin) kg% % #2244 V8 (heterochromatin) HI| S B RAE R AV AL B
(D) FEAvE BRI E( bk By e/E HI R R R E R AN S LI

AR (virus) BT 3 (viroid)HY 22 52 7 R I0 » R HI0) 3 B (A 2

(A) e EA & H A (capsid){EXFR 5 AIEE (K

(B) {oE FHELA: =¥ Y BB S A NS SV R A

(C) oy aE 4R [ A= T 4 (plasmodesmata) (ERp s i8R I 0K 8 i

(D) JE#zEE EA RNA B RAR(H N H#E I F DNA ZR4H

IR A F AR R 7 T N NI A R FE 2

(A) BEf{F H(glycolysis)

(B) =#%&R&{EE (tricarboxylic acid cycle)

(C) E-T-{H % (electron transport chain)zd 5 S A EE T-12UL

(D) & bl kL (oxidative phosphorylation)fZ i ATP

HREFEYIFG 2 iEEE - S e TR AR E SN & (self-incompatibility) YA 51
o] B A IEHE 2

(A) FEFRIEE CHTER AL (B) HETBIR AL 1
(C) HERIBIE S A AR R (D) PRI 58 RS - Ot 255

B RAH: B S LI A 45 0 P AR E 34 TSI R A R 2

(A) TEY4HRE K B4R RE Y 47 588 By FH g% (microfilament)4H

(B) TEIAHRE S B4 B A ()R e e s B S oy B S R T Ao e 2 4R

(C) THYHHAEA A TR A AtAEAR (cell plate) (HENYARRE AN B 5334 # (cleavage furrow)

(D) +EY)4HAm 47 SRS H A 0088 (centrosome) ke H iz (centriole) {E B 4 A Al e

T BEAR RS 1 RE BE RS AF (thylakoid membrane) sz 827 F ) A B RV E (stroma) A3 &g - T 5{a[fE K fE R 5
ZE|FE?

(A) 7KEIHE iR B S A

(B) IELRZEAVEREWUL K B FEE

(C) BT HIEHATIINAE &« NADPH A&,

(D) '&-FE&dH) /J(proton motive force) ANz T K2 ATP FY4E &Kk

BT EYINER 2 57K o e sy - A REITEY) & e A8 AH BE AR B E AR I R R /K 3 B ok
ERLPRAE H/K # (water potential) » T 71k it (] =& TEHE ?

(A) B E 94 R Z (uxin) A EIRE AR R R R > DI IK 5y

(B) G1{riEf J RiAHEfg M (abscisic acid) - IR BB ERFLHRRA G

(C) HEfF gy 5 2 AR 73 4 2 (cytokinin) » DIRBE PR FRHVYE B R 28

(D) g REAE NG (ethylene) » #EM{EHEEE | TS
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ROBENRE 111 BBEFEER AR TR A H A 5
PR A (SHE) £7H $ 4 H
(A HR H aREHE > ETZEER T35 8 s\ SiEE)

20

21.

[y

22

2

w

24

2

(62}

2

()]

2

\l

2

oo

E YRR A A (fungicide) N & B SRRV T R = - NI iR IEAE 7

(A) TEVIFRESFR AT R IR E B (mycorrhizal fungi) #%3E

(B) tEVIAAERA B0 C 2R £ 8RR ThAE 2 ]

(C) TEPIEHAERE E0E) T 3R <2 ia (receptor) Ae SZ A1 ]

(D) TEVIARERHIIRR & (rhizobium) 75t

SRHRA [ (Mirabilis jalapa)BEEIHIE R (variegated leaves) /2N Bt ET 0 hoe KAk O I H Y ESEE - A
BRI MR EAUS > N YA R IR 2

(A) X %75 #H(paternal inheritance) (B) £fZiE{#H (maternal inheritance)
(C) #r&=iE{#H (quantitative inheritance) (D) ‘MEgiE{#H (sex-linked inheritance)

TRERE (Aspergillus niger) E&RHYAE & E AR » MRS FLERHE (porous septum) i plaT 26 77 1& ke 7y
& Y 4HIHE & 7 (cytoplasmic streaming) » 25 FLIRAEDHREEL T 51 {rfEAHREAS e E AEL(ENY) © 1Y) 2
(A) PEtE/NE © JH4E %% (desmosomes : plasmodesmata)

(B) 4&fsHp%  JRCHAE (gap junctions : tonoplasts)

(C) &P i EME (tight junctions : tonoplasts)

(D) %&fsiEE © [H 4B %%(gap junctions : plasmodesmata)

A RALEE YR T 4R BB 522 (proton pump) iy AR B THEE 2 Rt » N H{A] 4 B IERE 2

(A) HETL ATP BB (B) EBhfe s SIS GIRYITR
(C) BERET-LLER ATP (D) BPriBEAE T LR AR 2=

W FAEYIR] 7 SRR ERE N ME o T2 iR E) 1) 8 T EARRATR AL - TRy R EHE 2
(A) 7K5r 80 R Bl ERE B )

(B) fitJ (sources) s A& (sink) i 7K S5 4 I Y TEJBR

(D) SAFLZEALE FFTE AR &R

(C) AR WS+ AR A N 2 AR AR A

TEFE ER I o SHE Y A BERN BT s L > ST T 4% R 4H&k (vascular tissue) ~ F4'E [&(cuticle)
FIES: » A REE eI S 2 H3RM R RIEY » NI & R R 2

(A) FET ~ B RAHSE ~ (L% - AEE (B) A& - FHT - fE4% ~ 45 TRAHAR
(C) AESE - (& F4HE - T - fEk (D) 4EEfefas - mERE -~ T - B4
A RAEE A YN E B o 250 F FH (transpiration) 2 A= AL JTHY R R 2 4l - A 1{R] =& fe IR 2
(A) TIFERIR 2 7475 £4(solute potential)Hy 72 52 78 42 HY TEAR BR

(B) A FLOrf4HAE (stomatal guard cells)dy'& +(proton) i ix FE A= HIEE T)

(C) ZK5rF-Hkfff (adhesion) {EAE HAHAREE |-

(D) EEANZEREBUKFLH RN &R

e B WY TE 2515 1 (species diversity) & AW ER R - TIN5 S IEHE ?

(A) BB PN FE v 4K i A= T PR R e 5 AR B FI R S T AR RE IR A ) A

(B) W APEMGELREARZEM S - HAEY) SR M R R AT EL G d g T fR 4Ry Bl =
(C) B A/NEBEZZIL R AN - TR KR 2 B H R

(D) EAEYIRS A FORAERS T T g - A S EYEESASE T

A BRE P4 Rl e L 52 (etiolation) Rk At » T H1RT 5 i (EAE 2

(A) RERHERZ (PR B R METSET

(B) EMbiEfE TRt - B AE RS 4 - DURT SR - BRI

(C) =H(LFHE TR AT EER - BEYEBHEEELS » FHFGT

(D) #HfbfffE Bl E aIEAR R > R ERY » DAMEETCEER  BEi4ER
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PR A (SHE) £7TH H S H
(A HR H aREHE > ETZEER T35 8 s\ SiEE)

29.

30.

31.

32.

33.

34.

35.

RETTLEFRINEZEYI S A RGIGI TSRS - NS FIER REets & RSN Az A YtH )

BEEEE?

(A) BRI EEFRINERZAEY) MR AR SR L EY)

(B) oA NV R EFRRAEY) » A EERe T EEINEZEY)

(C) FeHUERE T A TERHIFELAEY) - N AN s R AY)

(D) Serrlnir @S2 FZEY) » MEERRE TS TFRFEZAEY)

RS S » ZEAEY) L T AEFENERBEIRER - TR e E S H & 77 (resource

partitioning) ?

(A) R PREEESBYIER S U E A fE - A5kt T

(B) A=REREALHYHU INERA b R = B e AR (AR AR [E R A5 [ e ] DA

(C) WAt o] LAFL[EEA BAEA [F] I8 v DA = AHE] Y A= RE AL

(D) aEglE(climax)EFE A A HSE &R » 74 A 2209 AR 3

B REAE R A THIEY B ARV ERERE JT > 0] DUE R 2RV E R SE R A 17 - il H R E

EENIFFEE DN ~ B FERLBM m B & S5 TR 7S e F ZRFRIR Y AR R A b BV BRI B K SE VAR )7 »

HI0 A HE AR 2 LeAE P e Y m REEIR 2

(A) EEYIER B AT ESL - (H2 B R RVERER S - JTERE IR FERE

(B) EYtE A R Ay EHH - W2 FAR IR EHER T - TP B8V FERE

(C) 7=t im e HER AE % v K (Pange) i BARY L [F1H e 1 - REEFER 1% R B IERZ E N SR Y 2R 2|
BT

(D) B NEER G | AT MIAEY) - #Ei 5E fE E R A& TR

a2 HE (fung) G A DA R - A5 EER (penicillin) - DR IEMHE R - HERE2IDDTHEEYEHHE

{BABSY » IR & A IR 2

(A) F5iF  HRFERY SCERIVHE (B) A= (symbiosis) : W5 [ w4l B

(C) P : it E AR GBSEERET (D) | - RE S S EYHR

G E YR RE BT SRR » B O A VI A TS - NYIERAEY sl

YA S B R R - (0] B R 2

(A) BrIGYeIb » RIS S A TR S A IR B 2

(B) {5 KI5 - AE YA A= 3R R HA 2 B 24 /]N\IF

(C) YL EEZE (phytochrome) Wi Rz R L - B2 AR B 3

(D) tRIEHUERYIRSIEEE - aRHEYIHYBHTCS 2 HH (photoperiod) 77 fy 2 A

ARG > BEE S — LRI R IR 0) 4k 4= 2 = (primary production) FYEE(L o A BEFEH W)k A 2

SR LHYRIL » A R A ?

(A) JEwI4R A & (gross primary production) & Z i/t —ERIF A - FTiRS5 0 tRE EAYERAI

(B) F w4k 4 /7 & (net primary production) 2 H & 4 4= ¥ (autotroph) R UL Y BE & - KA B ETEEY)
(hetertotroph) BT B FERVAE &

(C) /KEABARIT » FESNEBYE N EVNEER

(D) P4 AR L& T AV EVIREEENZ /D

HRE N JEFRAE (rod) 4B ELAR #E (cone) 4R AL L - TNFI (o] IE A 2

(A) TS AR AR BURE

(B) fitfaiiAE 7 Mtz - HIERILAY 7 BT

(C) IR BRSNS ER AV TT - DIBEHHA E B

(D) SEAZHCAHAE 27 S Ia R & (i B {i i b (hyperpolarization) » Ja/D (& {EEE TR T
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111 Biid | R E B ( BAEST] |

PR 1] BEEE A% EEE 2 A A

AR Al (28m) KTH B 6 H
(A HR HEEEE FEEZEU%\%?S%%Q;‘K)\E fHE)

36.

37. %

38.

39.

40.

41.

42.

*ﬁgiﬁﬂﬁﬁiéf (Duchenne muscular dystrophy - f&fE DMD)/Z AIL AT 4 2 i i s Ay —fd s EE
7 L EHREENIER HIER AT R B30 SRS RERE - HEEE 10 RAGMEET
THIEATY DMD BYg& o i IR A 2
(A) DMD GfgistaishstiEE
(B) DMD Fsi:Fv s iE &
(C) DMD £iEHTE Y Fetfs
(D) R R B EER/ D/EFIRRAE - DMD &P A e a4 /E 20
RS ] DA S B ThRE - A R e /K S R BE - TSR fn] 2 i IR 2
(A) EMURSIERE T - (HHE T AR T bR (antidiuretic hormone)
(B) By AEBR/NEhHk (afferent arterioles)[flBE N [7 » & (3T B/ NER 25 (justaglomerular apparatus) 4y g
Z<(renin)
(C) EZNHUMEW4EZ= 11 (angiotensin H)EY 53k - #E E T EAFEAK
(D) /& i 2= & fie (SR [EIF (aldosterone) 'y 7o » (SEITBRRRAE » DGR BRAY AL E
THIEZEEY)(chordate) 1y > HIE(LHIRAY e 1R R FENET B 2
i. A& (lobed fin) ;5 ii.Z8(jaw) ; iii.5+5BEAYIURL (limb with digit) ; iv.=ER5 PN (amniotic egg)

v. g (head)
(A) volill—>iv—oi—il (B) voii—i—iil—iv
©C) MmM—-ivoav—oi—i D) voil—i—iv—oiil

NHIMEI B B PR B R ARG 7

(A) |z ik R-55 ik $5 & I (reverse transcriptase-polymerase chain reaction)

(B) JEMrFERZF AT (in situ hybridization)

(C) g7 22%E % (Southern blotting)

(D) &5 2=%E 2% (Western blotting)

HRHAHE DNA FYEELERE 2 S0l » "N YI{] & i 1EHE ?

(A) Fgliehk(helicase) & B i 2447 HY DNA /3B

(B) DNA Z= &1 111 (DNA polymerase 1) &5 & ECHTHHY DNA - [FRFEREESHT IR X S
e Bu R

(C) DNA &t | A& &= R (lagging strand) & i[5 5 B (Okazaki fragment)

(D) 5lFH&(primase) (T ZEEERE & —/NE: DNA E Bsitdh - 5% DNA ZEEEG N B2 S 8ACHT DNA
7% %55 (Noctiluca scintillans) i1 T F1{a] ZHY 7 HE R 4 2L 2

(A) /NEK3#(Chlorella vulgaris) (B) JEJH & (Plasmodium malariae)

(C) FEEA % (Chlamydomonas elegan) (D) Hv3%(diatom)

REZEZAWNFE - SRR PR MERENIOREE RSN f5E " —X

I e MAEBEREASEN > IORNAEREBERBRERDE ? BEREFAERD ? THIRGL A

A IEAE ?

(A) FRIEARI TG IEREER K CEPIMmAERR SR T Frbla KA REELER IR

(B) ToKE CATEY) > M FMEL » B ARSRILBARA - SRS TRAE S TERYERRF R - At AL
RIEEEEH KRR

(C) ToKiE CAREYIRIRAT B K3 BT e (F AT f SCIEER (Calvin cycle) - B AR KA A A &
HRIEH 1%

(D) T RHVAERZ (auxin)REAECHEL RIS A1 - Bt AR AR L EE B R PR
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HIPREL 111 BT 1R PR 2l A
AR Al (28m) £TH B T H
(VA SHE - e BV T Bk A 5 )

43.

44,

45.

46.

A By n] LAk EE T ViR BR 2 (mechanical stress)Hy — B8 [ [ (triple response) sy A ] BEHVIEY)
AR SE ?

(A) Z.J#(ethylene) (B) 4fiAf1o> 242 (cytokinin)
(C) £EKZ(auxin) (D) = HZ(gibberellin)

COVID-19 HyfpssE &l - M B SRS » E T - AR T REME  SERIINES - &
B EOfELT T LU T HYERARRIEAD R iBadt s A AFVERR M © LASHURES RNA S 2.5 ] DNA B &
B 5|85 cDNA ; 3.LL DNA B &EE DL S8 —5 [ F4H#ETTE & PCR o NIRRT i 1R A ?
(A) BEACTERES - frA ATRE A E2

(B) FE— e Z A HUR BRI HY DNA

(C) PE% 2 JiEs% 2 F S S B

(D) ~HS 20 » HERE#ETVEE 3

NHIA R R R 7

(A) =7EEZEFE (Huntington's disease) (B) Hb gAY E (i (thalassemia)

(C) shEdR4MPEZE E (sickle cell anemia) (D) FE ka4 L (cystic fibrosis)

£ a4 (Diapsida) /& —FFEE B W 257 W (BT L(infratemporal fenestra) & MEEY) - T F11{aT & Ky 1Y
EEFLan HHvENY) ?

(A) FEFRIEEY) (B) EEFEEEY)
(C) s FIHENY) (D) Hfis < EzzEhY)

47. HAZAHE mRNA JI_EAY“7-FZE-G 0 (7-methyl-G cap) "2l - 31 A& fz R4 7

(A) (LAEfR & — {5 M-I K Ui (B) ‘ERIENE BT ORI
(C) TTLARA Il mRNA %% A VIEG T E (D) A BIBHHRF mRNA g H 2R E

48. Shine-Dalgarno f-41IAll Kozak [F511J2 I 5IHAITE S e AT o5 ek A BH S O <F PP 31 2

(A) #&#(replication) (B) gk (transcription)

(C) ##:% (translation) (D) [z## g% (reverse transcription)
49. FrAVIERZ\E1E (excision repair) Z &t AVFE 2 LA (I EGAYEH 2

(A) #HFFfE(ligase) (B) #MJJH#(exonuclease)

(C) ME{LHE(glycosylase) (D) [i# 5N (reverse transcriptase)

50. MREAZR L4 DNA By PR EE (fidelity) 2 A BB 72

(A) DNA [Z{E #41t (B) DNA TS BEHYRCAE
(C) DNA T &gy S>3 /MNIEEME (D) MR Tk Z IR A LS
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11

21

31

41

SEEE | rhEERHERN [EEET] |

12

22

32

42

13

23

33

43

14

24

34

44
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3 s g
5 6
D B
15 16
C C
25 26
C D
35 36
D D
45 46
A D

17

27

37

47

18

28

38

48

19

29

39
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D2 | P EER AN (HEST] |

/_:Eq:%% EAEOGRIF)EFR YK

EhFERSELTERPE £MZ FARANH

FEAE  T1T1EG 11087F 109%7%F 108%7G 103%7G &t
&maﬁ%ﬁf@ 5 3 6 2 0 13
@ﬁlﬁ;ﬁ% 2 : 6 ¢ 18 42
MIZEAY 4 4 4 1 o 3
ﬁi%% = 9 3 8 > 45
DNAU;;;H& 2 z 3 2 2 11
m;mf;;ﬁ c 0 5 6 0 13
o |0 182 ) [T T 2 3 65
ey 3 3 4 12 5 36
;M“Léé 3 2 3 g 1 18
Rzt 50 50 50 50 50 250

PageF-1
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HEBEAD (1BEE SLEIEDA

/CN i<
SR RE RN

SEENABEETZEA > 7K ERNEBENSTIIRBEMNBEE
Campbell » [/ FHE OEEHES - BHEGER 90 nULEHNST -
1. BAEMBERA Campbell {HEIRIENBINEE 53E 46 2 °
(1) B 46 B (92%) RBMREMBANERE - tEOIBS - 2—MF

S04

w2 (4%) BB PREBARED » EMBEHEHNE

(3) 278 2 8 (4%) REFEPEHLK > BRURNAZBHR -
2. BM&EBRET EMBN7LESEE - HPUEmE% 30 7~ nF
E£N21h 26 77 - EMBEETEE RS

o
N6l

Page?-2
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SE;

Baid | BrRERE B (HAEST] |

ENSRAamRER N

Unit 4 75 E4N5

Unit 1 @BRREMNS

Unit 7 #8412

Unit 8 “B{EE

Unit 4 N5 £

Unit 1 BRRENS

Unit 2 BN LIRS

Unit 2 N I1E2

Unit 2 BN 4IRS

Unit 7 184152

,
B

EBRE (frameshift mutation) » T2
E2RH% : Chop 22 BEAH, + page 87
BEETRE  Unt ¢ Molecular Biology, page 32

—iR{#EENE (second messenger) > ZEMS
FE2HE % © Chap 3 LARDFIEIBUR + page 42-45
18 B:EFE : Unit 1 Cell Biology, page 11

BIHE  mEeP
IEsBEE : Chap 29 TAMRIR AT + page 31-32
B B3R - Unt F Plant Biology, page 18

BEENY) (basal animals) » &M
IEREEE : Chap 32 P % 15HE / page 41
L EEFE : Unt 8 Evolution, page 8

BEAE (cyclin) > T2
IERREER : Chap 13 BT H / page 60-63
LEER : Unt ¢ Molecular Biology, page &

ek EE - RE6 P
IF:B3E % : Chap 1 LAROFBRIEFPINEE + page 10
BEET : Unt 1 Cell Biology, page 2

HELEEMNE  (neurotransmitter) > ZE 4
IEEBEEE © Chap 5 WA RHR + page 10
EBERE : Unit 2 Avimal Physiology, page 7

PREZ (uric acid) 2t - T2
EEBEZE : Chap 12 HEM 2 4R page 41
BB ETE : Unt 2 Avimal Physiology, page 43

AE3L (blastopore) 23E - ZEMmP
IEERSEE © Chap 14 T E + page 50
BE 2R - Unit 2 Auimal Physiology, page 56

TLREL (chloroplast) 2INGE » e
IEREE R : Chap 29 HAYPRIR A0 1T + page 119

Paget-3
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11

12

13

14

15

16

17

18

19

20

21

D2 | P EER AN (HEST] |

Unit 7 184152

Unit 4 3£

Unit 4 757 £

Unit 6 &M RIEE

Unit 3 £4M1ES

Unit 7 18415

Unit 4 N7 £

Unit 7 184152

Unit 7 8415

Unit 7 84152

Unit 4 53 42

Jt0¥0R (photorespiration) » ZEapd
12352 : Chap 29 IR IZF01T 2 + page 136-137

R Y

: Unit F Plant Biology, page 29

ENMNA:%B| (Chargaff’s rules) » ZEamd
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