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(D) 1 THIfaEis/ ME (neocerebellum, pontocerebellum ) K7 /& it B $32H 4
(A)FEHE#% (pontine nucleus )
(B)/ NS EE /% (dentate nucleus )
(O)MEf& % (inferior olivary nucleus )
(D)FIEEMHLEAZ (vestibular nucleus )
(D) 2 Q%E{HEK (frontal nerve) @EREMLX (nasociliary nerve) Q@BHHEHAE (oculomotor nerve) @R
4L (lacrimal nerve) (BIEFHLMHIZE (trochlear nerve) ®FMiE(HAE (abducent nerve) ZF (&%
HBEL ALK F4Ef#EER (common tendinous ring ) P HHRHE ?
(A)®®@ B2B® O@@WE DDDE
(C) 3 2% (pterygopalatine fossa) 1% b 5 (g ?
(A) S
(B)#E % (infratemporal fossa )
(O)FEEE (middle cranial fossa )
(D) IRz
(C) 4z (hemoptysis) Z MUK » FAIRESKE NI ?
(A)ATENAK (pulmonary artery )
(B)HfiEFHk ( pulmonary vein )
(O)ZFEEHK (bronchial artery )
(D)X 5R/E#E%0% (bronchial vein)
(A) 5 ZREMRLH T HIarpE #E ARRRE ?
(A)& 217, (esophageal hiatus )
B)F #HRFL (aortic hiatus )
(C)F5EARFL (caval opening )
(D)IEF SiRE)% (medial arcuate ligament) |
(D) 6 HRHUFEEIR (ovarian artery ) HYRFCIL » T HIME[E IEME ?
(A)Bs#&ANEHK (internal iliac artery ) HY557
(B)&LHUNELHFr (ovarian ligament ) #E A DN
(ONEFESMNEIAR (external iliac artery ) FNT& 7 #E A S 1%
(D)4EH&#)7 (suspensory ligament of ovary ) #E AGIE
(A) 7 THHEHASRHL (piriformis) Y 77 BT 2
(A)E_E#hHR (superior gluteal artery )
(B)E T @k (inferior gluteal artery )
(C)LLEfi%E (sciatic nerve )
(D)faEp 4% (pudendal nerve )
(C) 8 WEZEMZE (deep fibular nerve ) {55 » fA[REEEL NHI{a & 1) ?
(A)HEEHNL (fibularis longus )
(B)BEEEHAL (fibularis brevis )
(COBEHTPIL (tibialis anterior )
(D)iE7£HL ( tibialis posterior )
(C) 9 THUTEEFRLE N E# (medial epicondyle of humerus) FY7%& 75 ?
(AFILEZ 4% ( musculocutaneous nerve )
(B)IEf#4% (median nerve )
(C)R1#%% (ulnar nerve )
(D)BEMHLE (radial nerve )
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(A) 10 f{HEE Caxillary nerve) <248 - NHIR—ERALAMES] ?
(A)=F4Hl (deltoid muscle )
(B)EEAEHL ( coracobrachialis muscle )
(C)BL_FEM/. (biceps brachii muscle )
(D)RE=HER| (triceps brachii muscle )
(A) 11 /NERYEGIRZ — &0 — FféTE (dentato-rubro-thalamic tract) » {7E NI ?
(A)_F/MEHT (superior cerebellar peduncle )
(B)H/NiSHAl (middle cerebellar peduncle )
(O)T/IMi&HAl (inferior cerebellar peduncle )
(D)4EREE (restiform body )
(B) 12 HREEEZIMAR (lateral funiculus ) &4 N FIMa[fH A A ALKE ?
(A)E IR % (dorsal column-medial lemniscus system )
(B)YMHI 7B & 5518 (lateral corticospinal tract )
(OFITEAEEE (vestibulospinal tract )
(D)VUBHEABERR (tectospinal tract )
(C) 13 KE4HEEE T Z i T 5 (e AR PR 2
(A)ABE4EIRTR (spinoreticular tract )
(B)E{HIA B8/ NS K (dorsal spinocerebellar tract )
(C)E A MIEF %2 (dorsal column-medial lemniscus system )
(D)FIYMAI 4% (anterolateral system )
(B) 14 NFifas HERAERS R interpeduncular fossaH ?
(A)BH 4L (trochlear nerve )
(B)EHHE 4% (oculomotor nerve )
(OFEJEHHK (basilar artery )
(D)F& 228G (pituitary gland )
(D) 15 BEAARHE K78 Brodmann area 4.7 Frift f #$EER 2
(A)n]EEH 7B A 5E{E (corticospinal tract )
(B)& Hzi4lig (Betz cell )
(O)u]#E= EHSHE S MANEZ (ventral lateral nucleus of thalamus ) & A 2 5HE
(D)Yfiz ¥ 1% 3E (posteentral gyrus )
(A) 16 =X T EEZ (mandibular division of trigeminal nerve ) =18 - & FJRERZEE NFI A& 2 Uk ?
(A)RSTNFEAN (tensor veli palatini )
B)FEMNFZHL (levator veli palatini )
(COFSTAMN (palatopharyngeus )
(D)5 EFIL (palatoglossus )
(C) 17 THHAL—HILIAZ S MEZE (external laryngeal nerve ) SZfC ?
(A)EBIZFIANL (posterior cricoarytenoid muscle )
(B)YMHIEZAIHNL (lateral cricoarytenoid muscle )
(OFREHL (cricothyroid muscle )
(D)FFIHIL (thyroarytenoid muscle )

(A) 18 THIF—tERSIERFARES (dural venous sinuses ) FYIIR B8 F ANSEE#K (internal jugular vein) ?

(A)ZARE (sigmoid sinus )
(B)_FA% (superior petrosal sinus )
(O)fE (transverse sinus )

(DY#E (occipital sinus )

.
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(A) 19 THaEAREHRER: (thyrocervical trunk ) #Y5357 ?
(A)ZESEENAR (deep cervical artery )
(B)EHT L #Hk (suprascapular artery )
(OESEFNR (transverse cervical artery )
(D)HAREE T EIR (inferior thyroid artery )
(C) 20 FF=E4E (AVnode) fFEAT MR ?
(A)E[IE7E (moderator band )
(B) MERFARELA 00 AT
(O)fAREBAI (opening of coronary sinus )
(D)5L% (crista terminalis )
(D) 21 FHRARBEMRE 22808501 > T 5073 EHE ?
(AL RE 738 T 75 Z MRS 45T s LB = k245 (aortic arch node )
(B)£5 A A% (thoracic duct )
(Ol e 240 T BN EIARE T
(D)/E T HHEEMEE A TRE LR EMESS (inferior tracheobronchial nodes )
(B) 22 NHIAL—RANETEFAR (intercostal vein) - ¥ REE A ZEEAK (azygos vein) Z4% 7
(A)ERIES \BLFEAEAR
(B) /A5 —RhETREAR
(O)AHIZE =Rh ARk
(D)4 Bh AR
(C) 23 IEFFEBEMEEIIFZIIE - #8FRAEC (landmark ) BAESAIREISE 2 BUS - 5o & EHE 2
(A)SEEFRDIEN (jugular notch ) 7K @ CTHEE
(B)fgE g (sternal angle ) 7K3EiH] @ T2HEE
(C)BIFREAET (xiphisternal joint ) 7K * TOMER
(D)SBEMEALTE - miT o
(C) 24 NHLL KRS - o7 et AREIAR AL FE AR 2
(A)L>APE (endocardium )
(B).0EHfFESNE (parietal layer of pericardium )
(C)LVMEE (epicardium )
(D) aHHAEL
(A) 25 + _f5Rm P I B pc i - A& 5 NI AR RIS DA (k. 1fm ?
(A)FT44&EMHk ( common heaptic artery )
B) T+ —$5i5#k (inferior pancreaticoduodenal artery )
(O S EAR (left gastric artery )
(D)AESHIEEIR (left gastroomental artery )
(D) 26 FRAEARIEE (inguinal canal ) FYRFCHL » THI{a[& IERE ?
(A) B HRER #E miSkE 22 (spermatic cord) » ZoMEimE I EL#]H (ligament of the ovary )
(B)WRHGHAR - 8428 (vaginal process ) &L 1T B ME(EEE
(O)ZFAEEENIINTR > T8 E ARG MR (direct inguinal hernia )
(D)IEREREHME (transversalis fascia) BRI HE 53R (deep inguinal ring ) THESHYYMHI1/3
(A) 27 EEMAEFEGIER » TYIMIRE RN GEE ?
(AYIMNEREFELIHNL (external urethral sphincter ) U %aE
(B)AIFIHRE (prostate gland ) UK 4aE
(O)EtE%E (ductus deferens ) YZ4E
(D)ERFR7EMR (bulbourethral gland ) UZ4E
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(D) 28 Ffz#E (perineal body ) ZH % » THTEHNEAEUREARNZEE? OREBHE
( bulbospongiosus muscle ) @& [& % Al (deep transverse perineal muscle ) @) & f& kAl
(‘superficical transverse perineal muscle ) @A E/G4EESH (ischiocavernosus muscle) GFRIEIME

#JB) (external urethral sphincter muscle )
AD® BR®D ODE DD

(A) 29 NHIATZEANRAL (adductor longus ) FHAHEIHTHEE ST HC 2
(ARLHHAL (gracilis )
B L (quadratus femoris )
(O)BEHL (pectineus muscle )
(D)EAFLNAIL (obturator internus )

(B) 30 E#4MikxEEEEE (carpal tunnel syndrome ) Bf » FERIHEATA—FRALIE R Al gE 2 F50 28 7
(A)HHHEHREHANL (extensor pollicis longus )
(B)JE 5N (flexor pollicis longus )
(O)/MNEHHEER (abductor pollicis longus )
D)YANWEHHEHL (adductor pollicis )

(D) 31 FHEEALAYF - BN ERE ?
(A)BEHZHIL (splenius capitis )
(B)FE & £/l (longissimus capitis )
(O)BE=EHffH]l ( semispinalis capitis )
(D) K1&BEEHAL (rectus capitis posterior major )

(C) 32 KE 4R (spermatogenesis) T2 » THIAELEE —IRE T (meiosis 1) SERIRFELE ?
(A)f5F4HHE (spermatogonium )
(B)W)&RkETE4HAE ( primary spermatocyte )
(O X&AEEI4ME (secondary spermatocyte )
(D)FE4HAE (spermatid )

(D) 33 THIH—TEkE - BifEls (diaphragm) FY4HERERERE 2
(A)fEF[E (septum transversum )
(B)HagfEHE (pleuroperitoneal membrane )
(OB EE LR (dorsal mesentery of esophagus )
(D)Hg.LvELfE (pleuropericardial membrane )

(D) 34 THIEANT 5/ (duodenum) 5 7L » o] ¥ (A ?
(A)Z=EBHAIRG (foregut) 7742
(B)+_—#5f5E= (duodenal loop ) H#FEINEHH (yolk stalk )
(OFEZ S Ve - + #5858 (duodenal loop ) &ljEiE 2 /: I
(D)IA|_F Kz A 4E [T —RERA$E (obliteration )

(C) 35 LATAHRAMERR (gonad) s {LAYRCE » {754 TEAE ?

(A)YERRZ (gonadal cord) FEZMEERREIEM (primordial follicles )
(B)F7E % (cortical cord) {EHE M8 RKEISE (epididymis )

(O)M:fR2e (gonadal cord ) fEH M ERVANES ( seminiferous tubules )
(D)RZE % (cortical cord) TEZL M BEREMINE (oviduct)

(B) 36 THIHRMIREE (eye) #EFHIRUL - ([ $5R ?

(AHRZL (optic fissure) firFAHRFF Coptic cup ) HIRE{HITE » WHEE N (optic stalk) 5

(B)tR4HE LB RAIA#AR (central artery and vein of retina ) &5 H Z{HIxHFERSME (hyaloid
vessels) HITT4Y)

(C)fi4REtaZ: F Rz (retinal pigment epithelium ) 25 EHIRFF (optic cup) HISME

(D)fir&E (optic nerve ) 25 H 4R ~ (4K ER4HAEHRZE (axons of ganglion cells )



(B) 37

(C) 38

(A) 39

(A) 40

(A) 41

(B) 42

(C) 43

(B) 44

(C) 45
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THIEREEHIAAE (smooth muscle cell ) HYATAE » fA[BEIERE ?

(A)&%38 (dense body ) BJALAIEKE H4%% (myosin filament ) B EEfTE

(B)4HAEZMEYME (external lamina ) E1[E

(OHIENFERT/NVE (T tubule ) {EIEF5HEET

(D)4HIRf  fET#E FHAG KL (desmosome ) ZHL3

NHI&FELNREEE S (intercellular junction ) » {A[ #EAH[H4% (intermediate filaments ) Hi4% ?

(A)EA$H/NE (zonula occludens )

(B)25ZE /N (zonula adherens )

(OF5ZEPE (macula adherens )

(D)/ZEF%EZE (focal adhesions )

& (long bone) AJEUE &1L (endochondral ossification) HY#J4Kk &L (primary ossification

center ) fiLfMullE ?

(AYEEs (diaphysis )

(B)E#i (epiphysis)

(CyF#pfnlii (metaphysis )

(D)EWHE (endosteum )

AR PR 8 (CNS) AYHHESEBAHAY (neuroglia) AYATAL > fol & (EHE ?

(A)EZEfB4HAY (oligodendrocyte ) LU B HIZE £ 48 (PNS) HYFFHEAHAE (Schwann cell) » B
Rk EERES (myelin sheath )

(B)ZARRBHAE (astrocyte) ZEVL T4 » 3 AERRETIE (central canal ) FIFS=IVRHME F 7

(O NB4HAE (microglia) JE7E S ¥ H S ZHIAHAE » Ho43 =7 o] B i i i

(D)ZEE R4 (ependymal cell) HiF%4337 » BRI ERIETIRE

THIRE (trachea) FIZFRE (bronchus) EEEREIE 2 LLEE - A/ TH EHE ?

(AR EEB AR M 4E (elastic fiber )

(BRI b7 (epithelium) & EAH[E

(COWEESA @4Ef s (fibrous cartilage )

D)FI &G H N4 (smooth muscle cells )

RS (pancreas) HYPSTAES (endocrine portion) &t » TFI{a[TH IERE 2

(A 245K HR (serous gland ) 4HAY

(B)Z2R/NE (islets of Langerhans )

(O ZM04MPE (centroacinar cells ) ZHf%

(D)AHRRAHRE N ER A T 2 E R RIS 5L (zymogen granules )

B#unfGBE (Peyer's patches ) FE20A0(E NAI{afEE ?

(A)ERE (rectum)

(B)ZEH5 (jejunum )

(C)ilf5 (ileum)

(D)+—#50% (duodenum )

TIIERIEE (kidney ) 4HAR&ERE RO - ol E&5HaR ?

(A)B 4Bk (glomerular capillary ) 27 PN 740 (endothelial cell ) [BHNZEFLE! (fenestrated
type)

(B)&Z3F (macula densa) =T H/VE (proximal straight tubule ) HY_F 7 4HFEATERE

(OB 44Ek4MAY (juxtaglomerular cell ) FERE A AZK/NEAR (afferent arteriole ) 2 & BEZE R4
Fd (smooth muscle cell ) Pk

(D)EBRIREE LB A S P8k (arcuate artery )

BEIN =B (uterine wall ) YRR » TFIal# ERE 2

(AHRFTFENE (endometrium ) €5 5 4E#EH] (menstrual cycle ) %%

B)F =g (myometrium) EA @ FEHL > #NE (outer layer) £/

(C)jFEZEs > F=HE (myometrium) HYE/EHIAHAEEZAEA (hypertrophy ) F1Hi4: (hyperplasia)

D)F=H (cervix) EFINEZEZ T E#E (uterine body )

-5
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(C) 46 THIRH4IFEE (seminiferous tubule ) AYRHL » {a] & IERE ?

(AYESNEASE N ZFRHAE (Sertoli cell)

B)ELEJEH4HAE (myoid cell ) B[4 AS2 &R ( testosterone )
(O BN EERERE E (complex stratified epithelium )
(DYE FEEE B4R A R PTUAE4RRE (spermatid )

(B) 47 FEguanylyl cyclasefJ#il - {2 EHE ?

(A)u]ELECAMP ( cyclic adenosine monophosphate )
(B) AT #f—4& L& (nitric oxide ) JH{L

(C)H P LAY S FE ZEY) 7] E #75 bprotein kinase C
(D)2 E Y 4E (vasoconstriction )

(B) 48 fEIEHEEN T » astrocyte R E R HI{alfHINAE ?

(D) 49

(A) 50

(D) sl

(B) 52

(A) MM FREEE ~ JERk

(B E¢myelin

(C)FHERAAEY MR Bl RS

(D)t Bt Bt a4 et

TFMaE R 2 Bl LR SR 2

(A)midbrain

(B)ciliary ganglion

(C)Edinger-Westphal nucleus

(D)trigeminal nerve

T%lcranial nervesH > {a[5 H &rsensory fibers ?

(A)ZETEH#4E (optic nerve )

(B)FE V4% (trigeminal nerve )

(OZFE VI HZE (facial nerve )

(D)EXAE#H2E (vagus nerve )

KBRS EEE - A DIESE T BT YRS 5 R HRE 2

(A)hippocampus

(B)basal ganglia

(C)substantia nigra

(D)cerebellum

TNEAN R 2 R R SR B IR BRREAR] (intention tremor) ~ BhifE[ERE (dysmetria) FIZEEARTZ
(unstable posture ) ZFiEHFHIFHAER ?

(ARIEEZNZEE  BYME  (OFEK (D)

(C) 53 FEHHHLZTT (lower motor neurons ) IEEE B NYIHS—FHLER ?

(A)Parkinson’s disease
(B)Huntington’s disease
(C)amyotrophic lateral sclerosis
(D)myasthenia gravis

(C) 54 ERIEE&H4HAEAYdihydropyridine receptors” fit » N 41a] ¥ [EHfE 2

(A) BT AREEE (T tubule membrane ) _F(9ligand-gated $5#fE 7548 (Ca’" channel )
(B) B i LA#48 (sarcoplasmic reticulum ) _Ffivoltage-gated$55ET-%53# (Ca® channel )
(C) B AR (T tubule membrane ) _Ffivoltage-gated$5EE 7454 (Ca®' channel )
(D) &AL AHIHE4E (sarcoplasmic reticulum ) _Ff¥ligand-gated$% 8k 74548 (Ca™" channel )

(B) 55 THIERIEREALZRL - &R ?

(AW IHIEERRBRHLEIER (actin) EAfLAEEH (myosin) HYMHEEH
(B)§5 5 7B calmodulint &% {Emyosin light chain kinase T € ¢ X 47E
(C)H-bandfi7 FAHLAIHIAILEST (sarcomere) FYH15L
(D){EZ-line i {HIHY1-band T 22 HHAENE I (actin) FT4HRHY

—6 -



(D) 56

(A) 57

(D) 58

(B) 59

(B) 60

(B) 61

(A) 62

(D) 63

(D) 64
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IHIHIE R AR AT I AR i A AL 2

(A)EEREMEK (eosinophil )

(B)#REZEK (lymphocyte )

(O)EEZEK (monocyte )

(D)AERAHIAE (mast cell )

B ARRZEIAAKELRIM » f AN A REs 4 NHIFE RN ?

(A)BNHRIEER 57 23 BEAER (arterial baroreceptor firing rate ) H#5j[1

(B) S BCEFARAY A BAHACENE (sympathetic activity ) 341

(O)ZHC AT BN B e E M (parasympathetic activity ) Ja/>

(D) EZEMEYEH JJ (total peripheral resistance ) 1

T A RARIAS EGHEEL O 2GR AR » o] & R 2

(A)FIEEE 545 (SAnode) FRIGHHET-#M#E (F-type Na' channels) - {FAHAEAN LA
(B)EFHIIHIcAMP EFT > JE4% oz B AR U R EL I R Y 2R

(C)JE{EB, B FREZE2HE (B, adrenergic receptors ) » ERCIMNEET IR

(D) INE B4E (SA node) L PfMfEFimiE N - (EAHREA SRR

ERUmE I NEIAK (precapillary arterioles ) W4l » &4 5 falfEfHE E1(L ?
(AUMERTEE/KEE (hydrostatic pressure ) B[

(B E R g2 (filtration rate ) [

(O Fum & mAEIE S 2B (colloid osmotic pressure ) [

(D)4HARER RS 2% R (colloid osmotic pressure ) 7}

RAEEACHA (gas exchange) FEEAEME NHIFHELLE ? OZHE (bronchi) @K (alveoli) @K
sl = 53/& (terminal bronchioles) @REIRMAH7 582 (respiratory bronchioles )

AEDD BIEQD OfFE@OB@D DIEDL@D

EFABZMESTEAR - ZRE - B HE ARSI E 2 Z ST BE( Peo, )R 46
mmHg » FHEFEI7EA( Po, ) 55100 mmHg » Z& E 77 AR K540 mmHg o N FIFalt o] 3 A 2

AH ~ ZWERN _&/bhixEE =

(B)HE Mtk A M4 2 (carbaminohemoglobin) {5 #fIMATZE (hemoglobin) Z ELFIEE ZE AR
(O)ZE MR 2 RASAHRAT A BEEIARIL ( systemic arterial blood )

(D)iERH ~ ZMENIMELZE (hemoglobin) 3 FFFM: 7252 7 T FJH K Kool B %fE (Bohr effect )
TR BT S TEM A S » MRS RBURAETZA S (total lung capacity ) £55000%=F >
AR AAE (residual volume ) 53002 F - Wi 2 EIHYZE(ERE 2 Fofr] 2

(A)FfiyE= (vital capacity )

B SR EEFE AT (inspiratory reserve volume )

(O)HIEAFE (tidal volume )

(D)ThEEMTER A= (functional residual capacity )

THIMorE 2 EHHER T ?

(A)EGHIEE T I <2 25 S RE N ek 88

(B)E G- a2 FEMER R [ epinephrine I 5

(C)/MIFIARLFELIH— L Z A AR I Initric oxideRlH

(D)ANALIELINLZ RIS AR acetylcholine Il

BREEEES (trypsin) RSB THEREZRAE(L ?
(A)colipase

(B)carboxypeptidase B

(C)elastase

(D)deoxyribonuclease
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(C) 65 THIAREE Ay Rt%H] ( countercurrent mechanism ) YR » o] E R ?

(A)TEEE R T IO 4E R E fiEE 2 E 02 B RS
B)FTFHFENEEEH T IRVE LFEEAL (thick ascending limb of loop of Henle ) HY$H-$HRRFf — kg
Bt (Na™-K" ATPase) &t
(C)7 &Eiﬁﬁxfﬂfi‘ﬂﬁﬁﬁﬁ Al EHEFES (Na'-Cl' cotransporter ) 89 « BT EE /N
B
(D)E% (vasarecta) FIFZR2c#2 (countercurrent exchange ) HYIE FI4ERT B fidhe'E = B A2 A
BRI

(C) 66 FHIGEHIENEH ST (Na*) FRULATR0R - (1558 2

(A)TIE/INVE EE RN — &AL EE#EE H (sodium-glucose cotransporter ) =&
(B)FHILCERAY BT LA (thick ascending limb of loop of Henle ) FH#i — # — &l Al E &
(Na'-K"-2CI cotransporter ) & &
(O)=HIIBHY_EFHES4HFS (thin ascending limb of loop of Henle ) FH_F 7§/ @& ( epithelial sodium
channel) & &
(D)iEfh/VE (distal convoluted tubule ) FH#A— &l [FE#EEE | (Na'-Cl cotransporter)) &

(C) 67 THIHET - AR LSRR B =2 [F ?

(D) 68

(C) 69

(A)aldosterone

(B)1,25-dihydroxycholecalciferol

(C)thyroxine

(D)testosterone

NI AR RS BAIAR 7 s B 2R SR o AT EE ?

(A 1 Ho 8 g 2 40K 1 55 DO R o R L A 2 1 A AP B4 TR B RR B 2R 0o

(B)ATPEUR MY #PHfe 8 B T T BRIS RIGTEE T HYINAUS (R AR B 2R 7 Y 0 B
(O A e e & 45 F 3 O BAHIRE A I c AMPRFE (R AE R B R Y 70 E
(D)PYHAE P $5 e T B R T = B R B BRI o B TP R U R A A

B PR BT > TR (EEER o i R 2

(A)anti-diuretic hormone

(B)angiotensinogen

(C)aldosterone

(D)atrial natriuretic peptide

(B) 70 MHIIARIFRAEZE (thyroid hormones) Z Al » {554 ©

(A)EZFEHIMR T4EEEH (binding protein) X S FEATAIAY (target cell)
(B)#HEY (free-form) 528 EEHEHAE GAEAVAINAIAEAR 2 225 (receptor)
(O i — RIS (peptide) R Az

(D) AT SRRV AR 2 ZE N #E§% (transcription )

(B) 71 R (oxytocin) {YEZAEF Ryfo] ?

(D) 72

(AT =525t (uterine relaxation )

B) R AEHFAFA (milk ejection )

(O =/E @ (luteolysis )

(DYIHIRTYIFRZE Fau (PGFy,) HYZ3I

RFIIA BHKlinefelter's syndromefJRl » A& R 2
(A4 1ZE) (karyotype ) 2% F547, XXY
(B)fFaad Hif b

(C)Eifn 7 S2[EHF ( testosterone ) 43 SR
(D)HLH K FSHIY /b 2K
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(D) 73 —{ir38k B IR MIIREERE KRS - g & 455 - testosteronel2[E Fy1.5 ng/mL ( IEH{H F3~8
ng/mL) - prolactinj2[¥ 5150 ng/mL (IEHEAEF MLy <20 ng/mL) o NHIMEE 2 a5 A Al REE R
METHEE FEEREE JE A 2
(A)BK FH#TI dopamine 73l BEY))
(B){ERE NAR (pituitary gland ) & 1 g
(O MR (hypothalamus ) TR NHR (pituitary gland ) FE& T HER
(D)f&ESESE (cryptorchidism )
(D) 74 THIEREE LB > a3 ERE ?
(A)mMRNARYEEFEMERTY] (alternative splicing ) N & g2 888 HE MY —4R&GHE
(B)EiZ€8 (point mutation ) “NEEE L [E _4R&EHENVINE
(C)B-Bff (B-sheet) Eila-1ZjE (o-helix) 7E8E HELEE I BN = REEH
(D)FebfE 18 v gE LA —FH DL B VUARGEIE(FAE
(A) 75 THIAERAER#E (disulfide bond) HYRL » (A& FER ?
(AT (methionine ) {HISEAAT R - o] 2 EBLEERT AT B
(B)&E =& TV SR e A v R AR T a8 A
(O)E B HhHy T g nT vy N HAS R 2 dE e 1
(D) i LSRG (disulfide isomerase ) H] & B2 /& 758
(B) 76 LINaOH7#fg € = H Higlg (glycine) VAR » fEpH=120F > SERHE E AR » PERFH R
TR K ?
(A)NH;'—CH,—COOH
(B)NH,—CH,—COO"
(C)NH,—CH;—COO
(D)NH; —CH,—COO"
(C) 77 —fuZMmREZRELF » BAEMEEIM (pericious anemia) - HEithA FAE & & @ HI/KA M
HEEZRTZIE - BN ILEERIVE: > Ty ] & TR ?
(A)L4EEZASAERAE - HrEEESHEENER S
B4 ZHESE Bl T4 A S
Ot EEH LT
(DY NG EEAVARRE S oo — TGS S E S o (R4 R
(B) 78 4LIMmEkApkZ (erythropoietiny EPO) HY/EFf%HIZEHFIJAK-STAT (Janus kinase-signal transducers
and activators of transcription ) Z&f o | FIHCIA] & ERE ?
(A)EPOZ RS RJAKE HE
(B)EPOELZfG4E & 1% » e HE I HIAKEEIZE
(OEPOHIZHG4E &% » G I E G STATHEZ L
(D)EPOELZHEAE ST/ RY complex &% AMHBEAZIAN - STk BRI FRIR
(B) 79 NEEERCDNALE FiEpHACS R » JRE 37 CHIEAEI9S ClE » MR E R ?
(A)UV 260 nm Az 5 B0
(B)N-JEE 4L (H§# (N-glycosidic bond ) #5452
(C) R IRTesS MR (unwinds )
(D)DNA R FH7K AR S 0B 2R
(B) 80 #HHAYDNAYEELEREH » RilfEZRNAS [F (primer) ?
(A)FRHEDNAT &l & il S P 7 20 3 - Uil i A2k
(B)FEEEDNA & & S E T FE B2 3 -1 F 8L (OH)
(OFEHEDNA A & il S FERT 75 2V S I FEE (OH)
(D)FEHEDN AT &l &5 il S P 7 Y 5'- Uit i 55
(D) 81 fE NBAHAEh R A RS 2R U8 (replication origin) ?
A1 (B)2 (C)3 (D)>3
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(C) 82 TNHIHREXAAERasE B 2 AUl - o &5ha% 2
(A)EERZE 1L 5 7 B0
(B)RasZE HHAHEHNITE G4 & S HIAEE L
(ORastE HEF A HENHGEABLEEH (farmesyl) 2 BEREASE S
(D)fEtfiRasEH'H ZAEH: (farnesyl) ZEREFMYENAMEREIRE (cholesterol) HYERI(E M [E—HT

LY

(B) 83 NHIAL—FERNAZE &R (RNA polymerase ) ¥fo-amanitingz B} ?
(A)RNA polymerase |
(B)RNA polymerase II
(C)RNA polymerase I11
(D)reverse transcriptase

(C) 84 FiEENT » H FHIHERE R S 1SS IRNAELRNA ?
(A)RNA polymerase I
(B)RNA polymerase II
(C)RNA polymerase 111
(D)ribosomal RNase
(C) 85 IiFHMEREN. (hyaluronic acid) /2 A\BS & BRZHVRGZNE - By F4HREA NYITEEE AL ?
(A)galactoseFIN-acetylgalactosamine
(B)glucosefIfructose
(C)D-glucuronic acidf{IN-acetylglucosamine
(D)D-glucuronic acidfIN-acetylgalactosamine
(D) 86 ARAREZ (insulin) Z{EA] » Tl IERE ?
(A)fIfIphosphodiesterasel&: » {fcAMPHE LB S5 AMP
(B)Jk/V HF4liif > fructose-2,6-bisphosphate £
(O)fA-4HRE < MEfRE(E A (glycolysis )
(DRI & B Bk AHLAHAE
(B) 87 THIfe[fEfE A EY & B8 7 THUMATEH (hemoglobin) AYRIAIS] ?
(A)1,3-bisphosphoglycerate
(B)2,3-bisphosphoglycerate
(O)fructose 1,6-bisphosphate
(D)fructose 2,6-bisphosphate
(A) 88 oIl 4% B WAL (substrate-level phosphorylation ) E[f&HRATP (S(GTP) ?
(A)2-phosphoglycerate
(B)phosphoenolpyruvate
(C)succinyl-CoA
(D)1, 3-bisphosphoglycerate
(B) 89 wF Bl He Hlj % 4% 4 B-oxidation 1% - B 1% A2 HY =ik FE V) & DLl fe P =X B 13 4 A M A i 11 2R
(citric acid cycle) ?
(A)o-ketoglutarate  (B)succinyl-CoA (C)oxaloacetate (D)propionyl-CoA
(B) 90 {EMEEEE (glycoproteins) H » "NHI{AT4H BN B 1% 2 B B 1B HE R AVIP R ?
(AYHHzlL ~ aREBEN4REBE (Gly, Thr & Ser)
(B)yRFI4Hight ~ ar2BEM4AZHE (Asn, Thr & Ser)
(OB RN ~ 432 MEAIEE = (Gln, Ser & Tyr)
(DR L ~ HEHE M A2k, (Lys, His & Glu)
(B) 91 TR MATEEH (glycophorin) Z Rl » (1] # HHR 7
(AT EALMERAEAE FAy—FfEsE R H’E (integral membrane protein )
(B)HE M EB &0 E 4B (cytoplasmic face ) HYRASIETEEL b
(OYBEaHE—{E I F kR BB AR R HIHERK R BT R 2R AR e
(D) ZUEE H R A E AN ABOMM A S E

wl

--10--
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(C) 92 NHIMaI FefimiEne |\ i 22 5 R AR PN A 2
(AVEHEMIESER (facilitated diffusion )
(B)EiL a4 #A# g (antiport )
(C)Erl fyiafe - [F] 8l (symport )
D) gIak F EhEd{ER (primary active transport )
(B) 93 #&EtEERME (glucogenic) FERE v ERFZR/EH N EBAESE RouUIER (TCA cycle) HYHfEZE
Yy T ?
(AR (glutamate ) —o-ffiZEL K —f& (o-ketoglutarate )
(B)2HfzlE (histidine ) — FEIARGESEHEESA (succinyl-CoA )
(O)KRAf#lk (aspartate ) — 5~ (oxaloacetate )
(D)E&RERE (tyrosine) — 2T /& % (fumarate )
(C) %4 HEHBIEAREELEEE/ERHIEY) > RIS S HIE NIk 2
(AFREHINRZ S EFEE R
(B)REAN T BfE K ENE
(O FEE#E (ketone bodies) HY & &G NlEA S
(D)fix T REE B MElig 75 (metabolic alkalosis )
(A) 95 THIHI4RHSE TEHIEH T » —fHRE Z S UL E TR R R P B S E ?
(A)cytochrome oxidase
(B)succinate dehydrogenase

(C)ubiquinone:cytochrome c oxidoreductase
(D)NADH dehydrogenase
(D) 96 THIHRHH 525 b Yphospholipase CZ AL » fa] & #aR 2
(A)FHAZ'E - phosphatidylinositol 4,5-bisphosphate
B)E{bEY) ~ —/2diacylglycerol » ] & {Eprotein kinase C
(C)HHG protein##ish 7 Z g5 fTE L
(D)fiE{LEEY)Z —IEinositol trisphosphate > H] Jsk/ DAHIREE P $5HE T RS
(A) 97 HEMEEHER-ZREEY) (glucocorticoid-receptor complex ) SZEMESRARIAL > [ HI{A] &8k ?
(A) EEZ B R T (transcription factor ) &fiey » HEMNIHIEAFRIA
(B E-ZHE SV AEAREAIZ R
(OFEEIEEFT T HERIIDNARFY F ARG B R (hormone responsive gene ) A%
(D)yZHE B A HAIHYDNASLE &8 ( DNA-binding domain ) » B ZE 45 & &, (hormone binding
domain ) “R[F]
(B) 98 T EERZeE A YRasZE [H (Ras mutant) F4&)5{L (constitutive activation ) HYFZEJHA ?
(A HIELGDP4E & A1
(B)~52GTPase-activating proteins ( GAP) HYJZHE]
(ORI Z RS BUR R AVAE S RE
(D) INAHAERR Z 86 LG E L HYSE S RE
(C) 99 #Eir NHHH genomic libraryf rJREFFZE N HIAL—FEA1HY 2
(A)DNA ligase
(B)bacteriophage lambda
(C)reverse transcriptase
(D)restriction enzymes

(D) 100 THMa[E A EF]F restriction fragment length polymorphism (RFLP) 4341 ?
(A)DNA#$54#% % (DNA fingerprinting )
(BYEER BN 2 E fir
(C) R BE 15 (R Y E Fi B 58
(D)7#E17.cDNA library
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