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(A) 1 BRECEEWER H iR EHE (field number) AYRCHL > T HIor & EHE ?
(A) LAmm Ry B iy
(B) &y H SR T 2 R A B IS AR B AR
(C)HaHH 7 RS A RH
(D)HIERAIFLISE (NA) RE

(C) 2 {HRYCEE MR LUhIR R 2 mRels - [EZEEE TYIE ?
(AT RFHRALE - DIEGERET )
(B)EFHRFAL gt DU ARt
(OfER5E®% - FRERZHIEY)HE -
(D)YEREA TR E E K

(B) 3 HClinitestKzurine reagent strip 772 & m] AR 51 o] & 2
(A)sucrose (B)glucose (C)lactose (D)fructose

(B) 4 #l I tafe RIRiRtets > A== R

(AEEENERRE (BREFALEERT (CYREEAMESE (D)EMBENKRE
(D) 5 MELERFREF(ER - FEEER/IVE LR AT RE L2 oI ?
(MAELZE B)YRER (ORGSR (D) E R

(B) 6 THI{#& Bl p R (e fm = AR ©
ARIZERE BikREed OCOFEIEiitsE O NFEE
(D) 7 THHaEA R AHALZRIRAYIEA ?
(A)LAUEZE  (B)ZHLR  (CBIZUESE) (D)inE AL
(B) 8 THIf&ZMEIKREHAS  BE 2
(A)Bence-Jones protein  (B)Tamm-Horsfall protein  (C)albumin  (D)globulin
(B) 9 THIARRICESAHA (glitter cells) Z Rl » {755 TERE ?
(AHFRRERRRZBMEK  (B)HFHRMERRR Z B Bk
(O PrERIKR ZALMBR (D) EIRIRIR Z &LIEK
(A) 10 FE{EE SRS - TFMaE T AR H &S L DA I AT 2 A 2
(A)APT test (B)HemeQuant (C)Hemoccult Il (D)HemeSelect
(B) 11 HERFEENENGE @ RiFWER/DRRIVEFERE ?
(A1 (B)3 (C)5 (D)7
(D) 12 Watsongfig . H Y Ry Il E ZL R N FI[E 2
(A)iE%tZ (biliverdin)  (B)iE4LZ (bilirubin)
(C)z&fjEZ (stercobilin)  (D)fRIEZ]E (urobilinogen)
(B) 13 ARIREHSCRE M2 #e » THIMel & 1ERE ?
(A)REIRAYERG T - N EARE - AR EA KA
(B)IEHEFEIT » BRI & =2 95%H K7y
(C)BREE S R IF » HESFEMUME ARSI ZE (mucin) B0 > (F1SRER R
(D)FRZE (mucin) EREER AR REZR G - FEHEFERAIAE (serous cell) 534
(D) 14 HRAPSRE MG 2 R0l - Tl B ?
(A)YNE R iR et iR - Wb X BLIE
(B)tmhe UKEE MG s B 1% - B L HUURY) - nT LIRSS A%
(C) G EYIBHERE - IAM B MERAERITOETEISS » B RN HR A
(DEsF2 R g e - R il 2 e 2t
(D) 15 gRiRtaAat - YR EAAE SIS R EY) ?
(A B REA (OEIRES (D)ahxAit B4R
(A) 16 HSEIGREIEEFNT » T E EIEREH R B &g 2
(AFLEE BYEDE (C=% D)wElE



e FIE I T TR =25

(B) 17 FS#ERER A MERETH#5~300(E/ 1« L - 4HRAE T SHE T3 E 22 Robk 2 BR - A& iR & /50 ~80 mg/dL >
A AR YRR R R YR 2
(A)=MEAE MRS R (B)R MRS R
(C)FEEF MRS (D)ELE MRS %
(B) 18 B OEBESHIR (pericardial fluid) fEERYALE - YA E5ER ?
(AVE SRR AR AT > O DA B M it S AL 2
(B)fg HIRR £ % Z:fecli§ (adenosine deaminase, ADA ) SN » o] DARABI e 14 0 PR 3R A2
(CErh A IMmERETE - 0T DU B A AR5 R 2 B
(D)fiifgZs e (acid-fast stain) » T DARRBN4EIZER MR 0PI R SR Y E G 2
(C) 19 BANERZ=ENAER (serous fluid) fgfSEREFAREIE 0k » YR ?
(AR TR ES N R 2B PUAEINEE - DB EE g AL
(B)ZEDTARYHLAEE FIN MBRET U 3 - S Z2AVPUAE AN Eia s
(CfgatREER - TARENR /KPR A S IR DU E R g (E
(D)EREBRH e Re = A TREF - EESIE A E A A 2R S EED
(D) 20 THafEEHE N S iE AR R 2R AR 2
(AT —feaEEL (B)=MikER (COfEER DEE R
(A) 21 THIRER IEH BAEHR ~ S EERE > (o 1 ?
(A)BLMAEMHDT  (B) RsinfE2fE  (C)RiiiEL2fE (D) R &#i&i
(D) 22 HEAETHREENRETRREEELT  /MEEAL T E - MR - FEERRIA 4R IR
RIIH g AT RE R Mo 2
(A& (BALBEMIRE (COFEVRIMERIET X (D) E LRGN %
(D) 23 gy > S8RKER PR REE S HIAT « EiH12E - #2276 - JLTHISE - JNEFIHIISE ~ 5
FE10% - SEHRY K158 » RIIEF R E Sy thiE f2/b 2
(A6 (B)9 (C)20 (D)59
(D) 24 $EiaiERI - T 5] A 1k fs [E A 2
(A)spermatid  (B)leukocyte C)immature sperm (D)spermatozoa
(#) 25 IEFBRIECIESNEHIE S R E#EZE/ 0% ?
(A)5 (B)20 (C)50 (D)60
W25E B ~ C407 ©
(A) 26 DIEEGIRS — EIMHRE ot A TPROR B 22En - L E I NS BB ZR (hCG) Za[fE)
= ?
(A) & a-B1 3 -REITHINCG
(B)& B-Hi v - EITHINCG
(C)&EE a-KEITHINCG
(D)EE B-KEHITHINCG
(B) 27 NEHEFMEMZE (WCG) HFREE a RETT » BEHE Y& EREIE ?
(AR (BRI 73 e g
(C)rirzlpEE  (D)FEE HiRRR A
(B) 28 Ry M7 fofdE s L sk s [RE-RAIEAE (Calabar swellings) ?
(A)FLEPHEG $ESR ( Trypanosoma cruzi )
(B)z&[4%&5 (Loaloa)
(O F =5 & (Leishmania donovani )
(D)#iZE 14745 ( Gnathostoma spinigerum )
(A) 29 THIa[fEZ 4B EFEHE  FoEa LU A (Sheather's sugar flotation procedure) JE4ERE
H o DR 2
(A)fERET-# (Cryptosporidium parvum)
(B) K54 F2 (Balantidium coli)
(O ik &% (Paragonimus westermani )
(D)EEZibE &5 ( Diphyllobothrium latum )
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(A) 30 M ERAE SR ENZETF s (Taenia solium) FIFEH{#E: (Taenia saginata) HYEL: ?
(MU RE

(B)GEE (scolex) FH /N (hooks)
(C)zz%5HN (gravid proglottids ) & s AEHE
(D)= 2PRefiT = ¥ H

(D) 31 T¥IH#EERFIE: (Clonorchis sinensis) HY£3 S IEEL » (i3 R ABSHYRE ST ?
(A)REL)) (sporocyst)  (B)EE4f) (redia)

(C)R%) (cercaria) (D)%&4) (metacercaria)

(D) 32 ¥ =Ff &1 & U FHAE K/ R R EIEE LR 5 &5 2 OEARFF &% ( Dicrocoelium
dendriticum) Q@ EERFIE & ( Clonorchis sinensis) Q&)1 &: ( Metagonimus yokogawai )
ADOB BEDQ CEFEOS D)E@S

(B) 33 HRf A= (Trichomonas hominis) HYAAL » TFIMal & -5 ?

(A B RsaEDRE  (B)R A BRI HA
(C);2FE EhHE (undulating membrane)  (D);45 it (axostyle)

(C) 34 #HEmRE K B2 iR (exudate) BUEHIE (transudate) - FEFDHEL FFIf# 2
(A)KE /KR (A PR B A= 52
(B)RE/KEALIE H 2 H iR E R L E
(C)fEHE K 5 & H RN =5
(D)FE /KR I3 1 R B LB

(D) 35 THIfa 2 BhiEbEh (Glutamine) J2RE - BARRESR ?

(ARE (BEK (CFAENR (D)ISHHER

(A) 36 THIfMEEEAEFT A MmIREE ?

(AR  BRIUESRER (CREKKR  (D)RRETRTER

(B) 37 ¥l fEEER A e R PR U AR g 2

(AFEMEE  (B)IHGEFERER (CMm s (D)=

KIS > B2 DL T - 2 FRITTE £ 2 s (TN 2

oAy
A

(B) 38

M

(A)RBC (B)WBC (C)yeast (D)squamous epithelial cell
(C) 39 BEPRIUESS B H (] fbass S5 M a A HHBRME ?
(A)pH (B)occult blood (C)leukocyte esterase (D)glucose
(A) 40 IEPRIEZHNEE AT RE Ry NI R 2
(AHEEE (BALEUEE (CULEEH (D)REET
(C) 41 TFHifalfdEretrovirusiyZE 18 » LA EBIDNA transposasesiE{LlYDDEMLEES ( Catalytic domain) ?
(A)Protease  (B)Reverse transcriptase (C)Integrase (D)RNase H
(C) 42 HM[ER/NDNAST T 15 R B E KPR B RS - HHRENE MR K ? OCircular DNA @
Supercoiled DNA (@)Linear DNA
ADRB BX2D C)RBD DB
(B) 43 Fetafgre®l (Chromosome replication) 254 i 4P ER (Cell cycle) HYAR—{EHEHAE (Phase) ?
(A)G1 (B)S (C)G2 (D)M
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(D) 44 RBEA == National Center for Biotechnology Information (NCBI) 4% BLASTHYS I » F41{a] 48
2R ?
(A)LIAZ I 7SI AR L EHZ e DR EE 21478
(B) DAZE /B AL i 91| 2 L e P R i St
(C) RS- AR G AR EL¥ Y31 2 R AR (DU
(D) HEESHE A RAETTERE - AR i HA YRS
(D) 45 A£W& s (Biochip) NEA TFIfEfEER 2
(A)RTRIR i Eises > (D B s
(B) A] [EIHE HI A AN B E A E
(QEISEIL]S
(D)ANRE S HIEAE R
(C) 46 TR 2AE:E (Microsatellite markers) BRI a5 5HE5 2
(A)EEAE H A1 491 ~5(fEbase pairs
(B)AEH {5y LLshort tandem repeats (STR) J5EC{#1E
(C)IEFEsr s B ERAG - 1172 R =PRI heterochromatin
(DYEVETIREE S R E2ELE
(C) 47 FRAtZlERZEENESE & (Internal transcribed spacer, ITS) EfFFAEHE 2 #iE » MR IE
fife ?
(A)ITSIEIE F A& =EFITSL ~ ITS2F11TS3
(B) -1/ 28S rRNA D1/D2 5 1
(C)ITSIE 7 vl 2 FHAE B B B S B 8 E
(D)ITSE FE-EREE116S rRNAFH {41500 bp
(C) 48 HREgMacrolide-Lincosamide-Streptogramin B (MLSg ) K EEfkEE » THIgui ] ZsEaa ?
(AVZEREAI1£6f ( Ribosomal modification )
(B)&eyy L EhHkH (Efflux pump)
(C)41ifktopoisomerasery ;s M
(D)&ew/Kf#% ( Drug inactivation )
(A) 49 FIFHPCRENIAAEHEEA AR ER2HE (HIV) o S Ty R R B ?
(A)Efr~F (Conserved) Kyl (B)RZ %5 (Variable) HYIE,
O AEZEENEE (DY
(D) 50 fE2)& - THIolfdE EEE 2 R SRR 2
(A)G6PDiEE=fiE  (B)AZIMAR (C)FERIE (D)HALEFME M
(A) 51 THIlfrEA Bt F e ekt SR e e it A & B8 (G6PD) = fERY T JHEAE ?
(AALIMERE—F EE (NO) i<zt
(B)G6PDE 2 E M ¥ pHE 2 {7 &
(C) &= hE-6-kl% (G-6-P) BINADPHYKm{E
(D)G6PDE K 2 &
(B) 52 HPCRIJTA(AIE #EAHYleukemic cells » FLEEF Al ¢
(A)10? (B)10® (C)10® (D)10™
(C) 53 ERHFALFEAMEERNRE T » TYIHBERE( LS Fiagnysul - rEssss ?
(AN TEHpa | A &) ZICCGG 41 A &t ZIC"CGG
(B) =] LA%E &real-time PCRERhigh-resolution melting analysiss#f ZERAYH A b
(C)Bisulfite n] DA{s A FH B LA Al e 82 Fy i ngans
(D)GSTP1AL A HH B EVALE n] i Ayt s i oo i By Fa i
(B) 54 TFifal Fyhae s 5 F RS 15t 2
(A)PALP (B)PSA (C)CA15-3 (D)CA 125
(B) 55 TamoxifenZE i (e B T 51/ el f RS R 2 R VR A B 2
(A)VKORC1 (B)CYP2D6 (C)ERCC1 (D)UGT1Al



[ 10855 288:E | B REHEWHAT |-

(B) 56 7rFfabisr BIHLA-DR » "NHIH—{E @I o 2 iy 2
(A)Exon1 (B)Exon2 (C)Exon3 (D)Exon4
(D) 57 TFHI{al& R 1{Eshort tandem repeat (STR) 3 THYERREFHIR N ?
(A B BERS 1% 2B
(B)EEHEAG LR i &
(C)arEiha 2 EREH B S TH%
(D)7r T2 ErG6PDH: = fiE
(A) 58 THIlfa# /E ADNAY A1 EL AR TA Y o0 8% 2
(A)Multilocus sequence typing ( MLST )
(B)Variable number tandem repeat (VNTR)
(C)Ribotyping
(D)Pulsed field gel electrophoresis (PFGE)
(B) 59 T¥Ia[& 2B i il A4S 0 AR R A o A% 2
(A)Ribotyping
(B)Spacer oligotyping ( Spoligotyping )
(C)Restriction fragment length polymorphism (RFLP)
(D)Multilocus sequence typing ( MLST )
(B) 60 TFI{affdE )7 2 nT BN ERD) - Al Aol 220 R B AYAFAE 2
(A EM BT 5 R (oligonucleotides array )
(B)JFE A& eexs 2 (fluorescence in situ hybridization, FISH )
(C)16S rRNAE
(D)16S-23S rRNA gene internal transcribed spacer (ITS) EFE
(C) 61 THIfalfEAE 7 T8 /A e A i B R AT ER IE 2
(A)Ligase chain reaction
(B)Nested polymerase chain reaction
(C)Transcription-mediated amplification
(D)Polymerase chain reaction
(C) 62 TEZLISYBR Green |k &l H L fE (RT-PCR) fllANEA - AFIBELR TRV E s
HYRIEFAZEE IO A = 7 WIS R H 4R A eSS - BHIR LAl - Y ER A #EE ?

¥ 60 12
gi; so @ w0 @
--40 i 8
"_'30 g P
“ho / o },ﬂ \
10 ' .
0 o . " A3 E A
TT——— P} e i I & 84k ¢ AR A B Matrix 2k B
10 i xwzo 30 70 75 gsjnq . 85 °0 Pric & 48 45 AR A BNST A B
& 5 s b & ik AR A GHI AR
L 0 @ o @ LAY M SHAILAR
}ﬁ & 4k BALA S HA R B
40 8
M= :
k5 R0 5
R o I 0
10
r
G Je— —
o -
10 20 30 70 75 80 85 90
B Am

(A)RI DA BV EFEEIDNAR G B - BN —M

(B) FEL R &Y RdUTP Kuracil N-glycosylase » [F{E T4
(C)SYBR Green I{% = 6EA1EE TR #EPCRZE

(D)0.5°C/ s Fy ELAFHIFF IR AR

—-5--
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(D) 63 St AN EMEIMM TR r% - MRl & ?
(AVe )7 BB R R I W el ik
(B)Gap-PCRT] FH A6 HI R e e 2R B = B R Y R R A M &
(C)Hb CSEiZHb QSAY T FI[F{PCR-RFLP A g HI
(D)MselfEHiIlG 7] FH A feilE & 24 Hb CSEiHD QS[H: F s S AL A
(C) 64 FJ1%HERIERE B HINZIE I 2 A v A ik - ERIE ORI =58 o BT
PEIRAYACI - NEIo[E IERE ?
(A)AHREL T HET TR oy s 35 AR L e T il
(B)ERSFTARVAHAE - SE21 LB fg B Ry = (5 HS
(CYyRI LUt R #1582 (cytogenetics ) A A~
(D) BEIR AR 2B A AL
(D) 65 H¢iE RAYUGTIALERZAIMEZRE T &M (TA) EEFYIEHEL - TR &g ?
(A) AT LATE A& E Fr Al
(B)Z B RS E I B TAER 751 By 75 H
(C)UGTI1ALI*28 BRI TAEE 51 Ryt 1lH
(D)F|FHISSR-PCR (inter simple sequence repeat-PCR ) ;A¥fUGT1AL* 285 S ke HIMY &2 FEZED) » 1]
FI B K HET HPCREYIA /N
(D) 66 *ﬁiﬁHHLA%TE%H% s RHLASE (T BN E H R % HEDERVERWE (ambiguity ) > FI{alfdfa 5
SRS By R RE
(A)%Tiif.%%zamwﬁﬁlz‘ ?Fﬁ/i
(B)FF S [+ SR H S e
(C)RfrEE~s a4 (Fluorescence in situ hybridization, FISH )
(D)DNASEHEE 74
(C) 67 {4 AEDNASKHE R TBAGIF - & ChE e AR R B R 2
(A)cytochrome b B (B)12S rRNAR E%
(COHVIEIHVIIF B (D)NADH dehydrogenase 5 %
(C) 68 ff¥es RLAYTPS3 AN 2888 255 249%5 05+ 1Y 55 — lip AL G i AL EURS i B BB il e B, - T 7l )7
E B I B AR 2E S o 2
(A)sH& gy (IHC)
(B)E LR 5E3C (FISH)
(C)E—#ER Ef% EHHEZERE (single dideoxynucleotide extension) K7 &4 #f
(D)ZMRbiarE T EE A (Western blot) 437
(C) 69 c-MYCEUERRE 4R i ErT A Tz
(A)& AT (growth factor )
(B)AEERTZ%8 (growth factor receptor)
(C)#EgE AT~ (transcription factor )
(D)ZE[R T (elongation factor )
(C) 70 NFifa ¥ 2 FDAZY AT = FRRg AU AR et 2
(A)CA125 (B)PSA (C)CA19-9 (D)AFP
(B) 71 T3l AR PR 8 S o -t A 8 & F I B AL A\ 2R B2 TS = R IR A 2
(A)TPS3EEA  (B)BRCALELA
(C)KRASEA  (D)METHEHA
(A) 72 &R ELBRAFERIZEE i HL 7
(A)Melanoma
(B)Colorectal cancer

(C)Lung cancer
(D)Serous ovarian cancer
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(C) 73 #thEEmEB-ALLR B2 G AT RNV ERE S RTEL-AMLLEY - FEE RIS
(A)cytogenetics
(B)FISH (fluorescence in situ hybridization)
(C)RT-PCR (reverse-transcription PCR )
(D)Southern blot
(B) 74 G —(EssfE 2 A g imatinib - 251 T I EREE 2
(A)JAML (B)CML (C)MDS (D)Multiple myeloma
(C) 75 b4 FiahntE Hov ' E » SRt ieo il 45 R G R R EUETILE: » TR EEME (TP) ~ Bzt
(TN) ~ 1BI5H (FP) ~ (A2t (FN) - FrafE@RBUREfEHZ ¢
(A)TN /(TN+FP)x100%
(B)(TN+TP) /(TN+TP+FN+FP)x100%
(C)TP,/(TP+FN)x100%
(D)TN,/(FN+TN)x100%
(A) 76 DNAZ T Tiflh Y E AR ES 2 — » BEEEPRDNABEAR RN SR B RAFHIRCI » Tl gl 2
(A)DNACRIEIN R EBET 7K i 235 A g
(B)DNAJE S > it A AT
(C) B4R DNARIRZENE » BIF PR — 70°C B RAYRE
(D)DNAKfiEligiy 53y & A2 DNAR g
(B) 77 HEWEE Sy TieEh=E 2/ DES =B TEEE (B ) > B3E © reagent preparation
room > preamplification room Jzpost-amplification room o #ZEEHYZEH % AE I — S e TR id e 2
(A)reagent preparation room
(B)pre-amplification room
(C)post-amplification room
(D)pre-amplification roomzpost-amplification room'&; 1] L
(C) 78 fR#EClinical and Laboratory Standards Institute ( CLSI) HYHRE @ BN T8 74 B B e
(Quality Assurance ) YR » TFIMal & #EER 2
(AVEEFR EPRE NS E Y E T E S50
(B)E M3 B /E 1 S positiveilnegative control4H
(CYAEAREDRENEEZ T E 2l
(D)DNA “RNAZ A2 A F i B B I E 2 HUBRE R 3=
(D) 79 FBHINIERZEE Y AR A S E (Real-time nucleic acid sequence-based amplification » Real-time
NASBA) f IS E& IR B avAeH - TSR~ EE 2
(AR NG
(B) LR &
O E—E N E
(D) S FERFEIEERT-PCR &
(B) 80 & 3 » NHUaERZAIIANEFRSET (internal calibrator) RNAZAGASH » FRAEI TIXBERE e H%
HHYHAY ?
(AR G R U A R
(B)hHIRs e s o =M BR ST HY R — 14
(C)fg Az EE R = S R
(D)iB & BRI



