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(C) 1 100fZY5EHC & 1065 H #5 0] UZRHIRETELYZ /) tm ?
(A)L.10 (B)0.55 (C)0.25 (D)0.10

(D) 2 BEPAEPIERHIZIE FsApo 40 ~ 160,7°0.17 » HERAYZIRE Fy10x /FN20 » AIEZEFHIRET 28 (depth

of field ) Ayfnf ?
(A)0.17mm (B)20+(160x10) mm (C)20+(4x10) mm (D)f&EESH]
(#) 3 [AFFiRER s BRI M R R B - S I AT Y 2
(A)HIEE  B)FEILH (OEEM D)FEFEER
MRS
(C) 4 FREMSEEANPL I BAR 200 N EE A4 NG - A THIARLE(L ?
(A)bacteriaj/)* ~ ketonesjE/D ~ glucoseli/l> ~ pHFE(E
(B)bacterialfi/l> ~ ketonesti il ~ glucoseli/) ~ pH_EFf
(C)bacteriat@ /il ~ ketones}i/V ~ glucoselk/) ~ pH_EFf
(D)bacteriafg j[l ~ ketonesH& [l ~ glucoselk/) ~ pHR(K
(C) 5 fEHClinitest/ g N7 G5 FF2 ML IE ?
(A)glucose (B)fructose (C)sucrose (D)lactose
(A) 6 BAFHEERHZEM = BRI M &8 2 Rt > Ty ERE ?
(A& 7 MUKHEALZENS 5 - (EATE 2 PRRHEALZRS =
(B)WI# Z PRIGIEALZH Y = - B8 2 MIRIEAL R S
(OFTIEZ RIRIEALZEN S - B 2 MRIEALEMY
(D)W # 2 MURHE AL Z PR RAEAT Z S =
(C) 7 THNmE R KA 2 & A BB 2 A0 2
(A)Bence-Jones protein (BRG] (C)figthRiK (DM HRK
(A) 8 FIHFPREHAUEMRER: - Rafd Ty - Srsites ?
AFEIER(LEE BEALE (OZ6H (D)&EEH
(D) 9 FREHEAEZRCRE S/ Dmg/dL » F]RE S E BRI E 2 Rk ?
(A5 (B)I0 (C)I5 (D)25
(A) 10 gz FARBCEIPR i B IR HY 7K » Bl o HeE 2 OF QftinE QS @4HE
(AHRB@D BXDOB ODBD DDOD
(A) 11 SITEEARIFEYE - ] A2 E N 2
ARAK(EEYIARIHE BIEEHZE (ORSHR (D)7 ErSEEEAEE
(B) 12 F{F(LEpMrHh - oA 2 ka2 R i 2
(A)Fouchet (B)Gmelin (C)Watson (D)APT
(B) 13 B FE{FHemeSelect/B i ERERIAC > T {4 1EHE ?
(A) e e Y M AT 28 sl 8 B
(B)&hH R Ryl 22 4T Bk A e 5
(O)=BURRE - B etk M TR e e BRI
D)F IR AE—NE LR 26
(D) 14 THIAEERE SR A AR (mordant) 2
(AERE BFEE (OLREEL DR
(B) 15 fECHfiias (Paragonimus westermani) 5 HHER S N FI e/ dfgdG 2
(AFRE (B (ORE/K  (D)RAERR
(A) 16 THIaTE R P febaR it AR n AR a2
(A)Papanicolaou stain  (B)Wright-Giemsa stain
(C)Auramine-Rhodamine stain  (D)India ink stain
(D) 17 &7 B E FH R PR SR 4HRE. (amebocytes ) Fy T3 {olfdEH 2 2
(A4l (B)Ef (O%kth (D)EEM
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(D) 18 [SE RGBS RBNA T2 BN (myeloblast) » "FHIIRC] 3 FHE ?
(A)FSE BRI Z MRS
(B)EREE 4 B By 2 F RE SHARE R a4 247t
(CyF RECFANREAE P A &R
(D)= A 97 5 #E AR =B Hh R4S S 40
(A) 19 faE&ERagfER (pleural fluid) 2 NHI[FE » A DU B2 Erai 4 MR R (tuberculous pleuritis ) 2
(A)FHEZ=-y (interferon-gamma ) (B)LE4HIiE (C)CA 15-3iJE (D)CEAFiHE
(C) 20 TFIMelfEEsS EAVE/K @B T (transudate) ?
(M BHER (OFWIEERE (DS
(B) 21 VERIMEREEA B E B IMEAHE > FTREAVIER Fyfa 2
(AR BYLEBEHEEIIME  (C)OERER  (D)LHUEZE
(C) 22 MR EAETEMucin clot testZ &zt - {o] R ?
(A)ELRH ETR RS R EAHRE (B)}ﬁﬁ@iﬁﬁuﬁmﬂ/‘?‘;S%Pﬁai’E&
(C) AT IdE4E R RIS (D) mIEHBh 2B 48 R MERAER
(C) 23 TFIMo& o R RAETR M E IVFAE 2
(A)Wright stain  (B)Gram stain  (C)Prussian blue stain (D)acid-fast stain
(A) 24 FEARBEIL LRI Kiresorcinols Bl - FE AT IRiFheHE ?
(A)ER-20C BYER4TC  (CyAHIHCE  (D)iAffructose
(A) 25 Mixed agglutination reaction (MAR) sAEgfeM45ER - BURHTZE 2 2L B Ay n] #tERE s b5 2%
R/ V% ?
(A)I0 (B)20 (C)40 (D)80
(D) 26 LGS EhRE I - A —SRE RSB S5 fE ?
(A)FE14 (B)ZE24)  (O)FE34)  (D)EF44k
(A) 27 HRES kR - THI R R ERS LAY & 2
(A)za#GHE (progesterone) — (B) NIHSEREMERRHZE (hCG)
(C)a-fa52ZE [ (alpha-fetoprotein)  (D)jiEEEAYMENS =EF (unconjugated estriol )
(C) 28 Rana pipiens frog testd > FHEMEFRIR IR N[BT Rz IF L85 ?
(ARsEmER  (B)EMALMEK (OfF+ (D)ié.:a%
(C) 29 SEIFEBYIR4%ER (Wuchereria bancrofti ) HYiRE - B TYIAITEEEY) - KA BIRE QKR

HIBIMIR IR %S, (microfilariae) ?
(A)praziquantel (B)mebendazole (C)diethylcarbamazine (D)piperazine
(C) 30 §ft&hid (reduviid bug) /2 N7 EH RS 2
(A)PTEG 4552 (Wuchereria bancrofti) — (B)R.044& (Dirofilaria immitis )
(OFLEPHEC#EER (Trypanosoma cruzi) (D) EEF(= 5 (Leishmania major)
(C) 31 By Ty MofsEfgsaivm A - HEFpisio e E S0 ?
(A)EEE&E: (Diphyllobothrium latum)  (B)4G/ VM fEE: ( Hymenolepis nana )
(C)m 4 {%&: (Echinococcus granulosus)  (D)4E/VEfE(&E: ( Hymenolepis diminuta )
(C) 32 T¥HaEA 28 & (Fasciolopsis buski) pssvifE ?
(A ERRER2EK (em)  B)FEAESRGRE ETHES
(OFEZ4GRITHGIR (D) EL IR R K
(A) 33 [HIUERyEs0N g 2
(A AT E: (Paragonimus westermani)  (B)4~=EFTk &% (Fasciola hepatica )
(OfFZEff 1% 25 (Echinostoma ilocanum) (D)EH & (Fasciolopsis buski)
(A) 34 THIfo] 1 35 4 &A= A0 B T RE 1 &8 2 &tk - i A 20 53R I i i 1% By SR R HR 7 ( sleeping
sickness) ?
(A)fEEEgagES: (Trypanosoma brucei gambiense )
B)EFEF {25 (Leishmania tropica)
(OfhPEES $fE55 ( Trypanosoma cruzi)
(D) FZFHSE5 (Leishmania major)
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(C) 35 ARHHEEE MR RO - THIAEERE ?
(AYEGULELER e T A RE R AR RIS (BYESRLEARERE T
(Ofital T RIS (D) BRI ITAEE 5 2 ik R Y7 2
(A) 36 HEFT NFIMREDHT - HARBGHUS R EF LA BB ?
AFRREZER  BISEIERT (ORI (D)RETR T
(B) 37 MAIfEANEIIEKZmEHE ?
(A)amylase (B)creatine kinase (C)glucose (D)adenosine deaminase
(D) 38 falg NI - hadG i TR 2
(MIRFR  BESFERER  (OmEOEIEEER  (DEIEIR
(A) 39 TEZRICE T Z AL ?

(A)calcium oxalate crystal (B)uric acid crystal
(Ctriple phosphate crystal (D)ammonium biurate crystal

(B) 40 7% BRE » i APRIE Z pH{E A FIRE By Do 2
(A)2.0 (B)6.0 (C)10.0 (D)12.0
(D) 41 BHJARNA editingZ Ff » "NHI{a[E ERE ?
(A)RNA editing@ 4 mRNA » [Gi5 & 522 DNA
(B)Guide RNA € {§adenosine’E{ Tinsertionfy 57 f&
(C)Uracil deaminase & U C
(D)RNA editing A] { [5] —{EELRFE A FEI4HREE A ER EH
(D) 42 T%I|{a[fEelementsf A 1] 55 [EHF HIR N EA% 49 2 RNA polymerase 11 core promoter ?
(A)TATA boxf{ldownstream core element
(B)Initiator elementfldownstream promoter element
(C)TATA boxflinitiator element
(D)TATA boxFIdownstream promoter element
(A) 43 FIF4HEEIEZEEH H (Revertants ) A3 H T EEEY)iL o] RE LA BB AV SR - T8 5
(A)Ames test (B)Onc test (C)Crick test (D)Anchor test
(B) 44 ¥ A3 14 g FH BeF 25 8% 2.4¢ ( Amplification refractory mutation system ) {& JHsingle nucleotide
polymorphism (SNP) Bf » FRFAS3 1T 2 SNPEEE IS [F-HI{ R 2
A)S' E—EZEE (B3 Wz —@xE®R OFHEUE OEFESEUES
(B) 45 EH} heteroduplex migration analysis > 7t + NI EkE ?
(A)SampleFE &restriction enzyme digestion
(B)SampleZE 4% denaturation ~ renaturationE 25 B
(C)SampleZE 4K probe hybridization
(D)HIAEAISNPE; » H 5 B AR/ NABERTA300 bp
(A) 46 EERGLEREZLAIM: (Single-strand conformation polymorphism, SSCP ) ZEEE#E{T NFI{a[fEEE %k ?
(A)FEE MR GER SE2EE 7k (Non-denatured PAGE )
(B)E M F N Il 588 8%k (Denatured PAGE )
(O)FE I8 A58k (Non-denatured agarose gel electrophoresis )
(D) M I8R5 EEEE & (Denatured agarose gel electrophoresis )



| 108 BhEssE | E—rERERe | - RS

(A) 47 THUTRE S Fiaksny AN FEAEID) BB 2

(A)EERE4EREZL I (Single-strand conformation polymorphism, SSCP )
B)HgigElEHIEE Y785 ( Amplified created restriction sites, ACRS )
(OfEEY)EgE R85 (Chemical cleavage of mismatch duplexes, CCM )

(D)FEHIEE LRI (Restriction fragment length polymorphism, RFLP )

(A) 48 #516S rRNAELAE /AR BEfE R [EfE (species) HYEEAEES » o] F N4 I{elfd 7 A 7l 2
(A)EFFEENN (Housekeeping gene)  (B){#H FHAPI kit ~ VITEK cardpZEE4H
(O)ZEHUE#E (Plasmid) DNA  (D)fUEEEE T4

(C) 49 HEmefER{EMacrolide-Lincosamide-Streptogramin B {EER & » NFIEifa[ & EzR ?
(A)¥ftmacrolide 2314 » {H¥flincosamideFIstreptogramin BEL g =14
(B)HF A mef L RIS ZE IIM R FR Y
(C)F BEH123S rRNA domain VHHEABATEL
(D)ymefAEEmefE 77 AU 5 2E90%

(B) 50 A4 Eribotyping (FZiERGEA IR ) HYRCH » FHIa[FE iEaR ?

(A)EBFRFLP (Restriction fragment length polymorphism ) 43#7fEH >~ —F&
(B)#1¥5S K2 16S tRNA » i AN EIFE23S rRNA

(O4lE BA % ERNAZKFE HEH > AR

(D)FE{EFHEREHFEAS

(D) 51 i Em AT SRS parvovirus B19 » 1Mol Az Il E i S 1y 2
(AEANEFEVIGHIAS  (B) s L A PR 5
(C)FHIRT-PCRIFHIIME FHVHEZEERNA (D) FHPCREHIMLE AR HZEEDNA

(C) 52 BANIEZWER (Herpesviridae) BT THEE » NHIRGIUA & #haR ?
(ATl » A [EREH] ~ &5y HSV-1B1HS V-2
BYE 731l » #lIVZV (Varicella-zoster virus ) 5§ » W] DA 77 B A2 BUBLRE F ik
(O ABE 2R #ES N (Human herpesvirus-6 ) - BIESE R H 2 5 [EER AREHVREE -

R B IR AR — R AR R
(D)l NI 25 EE &Y (Human herpesvirus-7) - W0 ARS B LK H 25 [RLHE AR EHY
IR R AR EE AR R ZFE

(C) 53 THIRENREIEZRUI > frEiEas 2
(A)EFAEIEAEE 14~ 2028 1 7R I 28 BT B Ak
(B4t R Fym e BEny224m - nlH=E K i EE2 198 Lt gg
(ORGSR A 2198888 - sU A RBENENEEE
(D) FHSTRAZEZE /M AL B[ 8y - m e VUAZ RS EEE (tetranucleotide repeats ) HYSTR markers

(B) 54 N E 2B A& R B+ @%ﬁﬂﬁélﬁﬂlﬁ% ?

(A) KR B4 (Large deletion)  (B)%52€8# (Point mutation )
(CO)E A #E (Inversion) (D)%@%E% ( Trisomy )

(B) 55 EEHAVEFEMHEEMAVIGRIIET - GHIE NIfERRLER ?
(A)HbH (B)Hb Barts (C)Hb A (D)Hb F

(D) 56 THIAIERZL(11; 14) MURERHRIYEZREY) ?

(A)Chromosome 1122 CCND1E: [~ Eichromosome 147 IgHE: Al & CCND1-IgH fusion protein
(B)Chromosome 147 CCND1E: K Efchromosome 117 IgHEERFE & CCND1-IgH fusion protein
(C)Chromosome 117 IgHEL[KEichromosome 1422 CCND1EL R & IgH-CCNDI fusion protein
(D)Chromosome 14ZIgHS__%F;iEChromosome 112 CCND1ELNgl & ¢ IgH-CCNDI fusion protein
(B) 57 F«f85q-EAVER Bl ?
(A)%ﬂﬁﬁxéﬁﬁ%ﬂﬁ?% (B)E AR g R G
(OF At mfm Bk (D)F AT thfgcentromere i E &l i2q
(C) 58 FEHH Rz 2B FEEMAE R4 /428 Z s -
(A)Promoter mutation (B)Nonsense mutation
(C)Frameshift mutation (D)Splicing mutation

—q -
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(A)FLT3-ITDEidnucleophosmin ( NPM ) mutation
(B)nucleophosmin ( NPM ) mutationB1JAK2 V617F
(C)JAK2 V617FEITET-2 mutation
(D)TET-2 mutation8i1FLT3-ITD
(C) 60 TRIFHFEIER B S S AL 55 | T L SR TPO3EL R K 1 Bk (deletion) 5 Fl|Farray
comparative genomic hybridization 734155 1 7H AL EERSHYGE R AIEDT (IEH 4HDNA G Eva EARE
FERFAHEEDNADISL B e ) - B P& EL ol & i A I RE 2 TPS3R R & ?
a b c d
—

8
<3

-

b 1)

Red/Green ratio
¥
b F.

(Aa (B (C)c (D)d

(A) 61 CYP2D6RER 2 HUME T 73—l o] DABURy ™ 51 el R g i 2y 275 2
(A)Tamoxifen (B)Trastuzumab (C)Tarceva (D)5-FU

(A) 62 TR AN A MBRGURE (HLA) JERIEEN (Ambiguity ) FYRCL » A& $EaR ?
(A)E TR EAIEF (Homozygote ) HYEArELA
(B)MIEEEE Bt TR A X ( Cross-reaction )
(C)B*07:33/B*07:357 12 Wi {[E AL AL # AT A
(D)B*07:33-B*07:3677~ H ] LU [ AR R A A T B

(A) 63 f#HFreverse dot blot SSOP ( Sequence-specific oligonucleotide probe ) FYJ7/EMHLASGTHEY » TFIfA 2
WeEELERA L 2
(A)ERg#t (Probe)  (B)PCRIEHSEY)

(©)5]F (Primer) (D)&EAIYHLAST T (Recombinant HLA )

(B) 64 THIHRLL NETE N RS L2 BN KA%f5 (Large-scale ) 852 7 (DShort tandem repeats (STR) (@
Long terminal repeats (LTR) (3)Short interspersed nuclear elements ( SINE )
WHEODD B)EQ® OEDOS OdDAG

(A) 65 T akalE BEERZE 2SR (Accuracy ) AYETE R ¢ (TP: true positive, TN: true negative, FP:
false positive, FN: false negative )

(A) [ (TN+TP) / (TN+TP+FN+FP) ] x100
B) [ (TN+FN) / (TN+TP+FN+FP) ] x100
(C) [ (FN+FP) / (TN+TP+FN+FP) ] x100
(D) [ (TP+FP) / (TN+TP+FN+FP) ) x100

(D) 66 THURESHARE 753 A2 A Fspacer T HIfE Ry B GRABAI i 2
(A)Ribotyping  (B)Amplified fragment length polymorphism
(C)Plasmid DNA profile (D)Spoligotyping

(B) 67 DIZEEMER AR - Ny A SRR (isothermal ) #E{T ?
(A)Ligase chain reaction (LCR)  (B)Strand displacement amplification ( SDA)
(C)Polymerase chain reaction (PCR)  (D)Nested polymerase chain reaction

(D) 68 HAifEMFME > TZ2EnET - N7 A 7R HPCRE T ?

(A)Single strand conformation polymorphism ( SSCP )
(B)Restriction fragment length polymorphism ( RFLP )
(O)Internal transcribed spacer (ITS) sequencing
(D)Pulsed field gel electrophoresis ( PFGE )

-5
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(C) 69 Abacavira] IR AHRIE AN 2R EREREHEY: - BA NIafEHLAK KRR 55 [ B EHY
SRR TE 2
(A)HLA-B*1502 (B)HLA-B*27 (C)HLA-B*5701 (D)HLA-A*22
(#) 70 &K FAREHIR-EARRGRERY 7T febeial &
(A)KRAS gene mutation (B)APC gene mutation (C)TP53 gene mutation (D)EGFR gene mutation
HKETOHEEA ~ B~ C4h57 -
(C) 71 BEWEEIEERIG 2 FERAEECEE T HIR - TFIE 5 I 2 QRS 2CA125 @FLEZCALS-3 O
ARG ER ( a-fetoprotein, AFP)
AEDD BIEDR OEFEQ@R DD
(C) 72 NI feE: R ELAHRARLE A e B R R 2
(A)KRAS (B)MYC (C)BCL2 (D)EGFR
(A) 73 THTEERIEEN SRS 7
(A)PSA  (B)ACTH (C)hCG (D)calcitonin
(A) 74 SRR IR Z AHBAER S > YR A AR 2 s 2
(A)TP53 (B)EGFR (C)VGFR (D)ERBB
(C) 75 FEEBHE T LIHEZE WS ARSI L - (A=A & (triple negative breast
cancer, TNBC) #A#7 5069 H R - Fred " =2 iiFsC A BEE Ty 2
(A)Estrogen receptor (ER)  (B)HER2 (C)BRCA1 (D)Progesterone receptor ( PgR)
(B) 76 BHNTREE I E 2 Ees st Bl (R B av-iHEL - Ty & ?
(AERE (pipetman) 7%/ D —FRIE—ICERENME FOEAERS
(B)PCRIZERUAH B i UromfE - “FRIE—RBIT]
(C)Real-time PCREEESZEHAR IR 58S S (B MERE (well ) HYIRFE
(DY SR i fEac sk - T BiEMERERTTE
(D) 77 THIaTEIE H £ A 8 6 R SR E oAl A S SR PR A B rH E RV R 2
(AERRBRE  BERFRNE (ORMETENE OEBTRE
(C) 78 BRI Tk 2 & et Baryizdal gt - T iR ?
(A)ANEE R B 2o A | - m] DUREA [S] B 1 positive control 247 M i 7t {52 FH
(B)FEH low positive control B fEsensitivity control » [Frsensitivity controlZE4H F & - AR M 2E Hu i 14
(O)FAHIEAHfHETR LNy - HE DU ELH AR sensitivity control sl e i SR A 28 FH 4Bl o]
(D)positive control &znegative controlF<] g ia f 4 EREE R fa A A {2
(D) 79 Bl AE has — R e iz iiss (HIV-1) ZBeIgiE B EHAVREP LT - %
B RiEE ? ORINZYE,/ 5E 40K (lysis/binding buffer) QR #EE QIRITHIV-1E BFEEERNA
OFEHREERGE G ©PCRIGIRSZIE @MIEKBEIRET < 8,
(ADDRBB®® BXDDLIDEO® (O@RAD2EE (D)DDDB®
(A) 80 & _FRE » BAFNAIIHIV-1EEZFEAERNA (HIV-1 Quantitation Standard RNA ) AU » T7I{a] & $E
7
(A)EEZL4AHIV-1 RNA  (B)R:IFHIV-1 RNAE &
(ORIEMIRIIN R (D)t EmRaS



