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1. THIE RHEEREEREATE (resolution) Ay

ARANFLARE (NA) FUh - g =
B. BRI FUS E L s BT

C.— BT ERARG TTATR - e MM PERE£50.25 pm
D.[ERUHSERNE - 2R R AT R8N ATDIS B EFLRE

2 A BRI BT SR 2 Rk - T IMelEsiaR ?
A LVAOFEY SRR 2 » i AN R
B HISHE A - SEEEF TR - DU hiER 2 i e
C.DLAOfE YRR Z2 R UERT » SR % BT RSt/ » DUSIsc B8t
DoHEREIZ e ®1% - FHREYSREEERZE - FR R E & LgEH

3 BRI A AU A R S M S B
A.lactose
B.fructose

A EhER 7

C.glucose
D.sucrose
4 FRifampiny&FEAiEs % - 95 AR PRIR S 23 N7 IAIERH L 2
AJREEE
B.4Lt:
C.5k (0
D. &4k
5. AR IREAACERRERITRIE » TH & 2 ERIRE B T REIR A 2
A GRAR S FERF AT
B.ALIMERFT & 2 e Bl A S
C.IRIBAIAT R A S
D/ BALMERAE AR HAfREA: 5 H A e
6. AR ERAUE A NEAL RPPRIE R - N A i 2
ATER N B ERsbaE
BRI LIS i BIHEAT 25 - A el IS Lo B s AT 22
C. & T EAEhrlichz A K
D.FRIT AR B AIMELT ER - A DHIGILEEAMELT R
7 TR AR RS T BB A S B Ty 2 Q=B H G (triglyceride)
(acetoacetic acid)  @B-£E it (beta-hydroxybutyric acid)
AE®
B.O®
CHE®
D.O®@
8. LURE AU A A o i e > o]
AZIERF R
B. &Y
CUHHE R
DR ZE B
9 PRIUESIRG BRSNS - NI e ?
A HEE - 10f% ; P)gi - 4045
B.H# : 106 5 ¥8% © 100 $H
C.H$i * 100f%H$% ; P)g: © 4015
D.H#i © 40% 5 ¥85 ¢ 1001 Dtk
10. B BHF(FBR B LERR B FAVA
A. Z‘f'ré : J%"EH’E%

REEA Tl R A e AR 2

C YRR ?

C.Eéﬁ’t‘é : ﬁtﬁ%ﬂrﬁj\ﬂ

SR -
HE(EEE - ZEA T

QAL (fatty acid) @ ZEEZEE



D.H A A i s b e R
11 BB AR SR AR VAL - R S5 2
AT LA B B e a4 s M (cystic fibrosis )
B.LImethylene bluej4f
C GBS R 24/ NG P M 2 52 B
D.UE e (400 ) BIZ A LHYRERAE
12 R PRER24/ NIF YSRGS > SZRIE T AEREERILEIT > ARF 20038 DA Ui B8 SE (R Ry e mEM: 2
A 4L (eosin)
B.FL/#%% (malachite green)
C.FHHEEE (methylene blue)
D.J¥4L (carmine)
13 B BHRE RS 2RI > I T 2
AEIRRERAE K5  FESTRNS AT - DU R
B S EREE A 25 1] LANIAL0% glycerin By R » DABR T fstd: ¥t i
CEREN PR o T 8 B
DS RERTERE R 8 F A B (E e R R A e
14, FHIMEr & BLpE Rkt E EVE4HAE (alveolar macrophages ) fiERH ?
ASRERZ S ~ KN — ~ EE AL S
BB RE A7 AR EE1% - ] A Creolagi (Creola bodies )
C.HEAWEIHFER - SR Fy CEEATHE (dust cell)
D.AEAWRALMER » G#5E 18 (Prussian blue) ¥+
15. T %I A fEAMAE AR 2 T I a8 2R REARE (effector cell ) ?
A BT EE LAY
B.ME M M Bk
C.IEH M MmEk
D.HREER
16. MY & £ 5 iSRS #8%  xanthochromia ?
AZEMEAMmER
B. & MEIMALZ
C. 23 M LIE
D.Wi 5
17 B THEHSE B RASES ARG > T sk 2
ATEH HYESERZY45 ~90 mmoKAiE
BORBE K BGEAS - AL BRI IE 2 H IR TT
C. Y G I TG RS e B 4
D. A A EE 77 5590~ 180 mmzKfE
18. B E sy Hafs (pleural effusion) EMEAEERZHIK (chylous effusion) Bifiih:FLEER 2 (pseudochylous effusion )
BIRLL > THITE SRR ?
AEMEAESR SRR M MR R PTIERT > IEIEHASERH
B.EMAE R 2R EA S EVIEER  BETESNIE SR
C.EMFAEER 2 IR DA ER I this S IR 5851 - MM EILEESIR S HR 23R et gg it
D AEMEEZE T - EMEFLEEIR2HIR T EAMEE it 2SS R IR S AR
19.Rivalta Test/H#ER 48 E A ENE AR > MUEBK— B REEH ASSA T E100 mLAKEFN - HEEEAAO®E
YT R 51 ST 2
Al
B. KI5 %
C.Iil&
D.Eal%
20. B R BUR R iR E ol - Y SEER ?
ATEF HafsR 2 pHIE £y 7.64
B.pH{E/NAG Fy B B S ZEF LA R 2
CHHBEUR a3 > tEr(EHghuR ~ pHIE %
D. T DAL 5y 4 e e B4 278 2 T /K
21. T HIRH A BH &R Mucin clot test 7 fgilt » o] 1EHE ?
A RHER 3 2 BHETR 2 55 52 [E S TE
B.IEH A BHERR 2 5595 5 S &
C.FrHrvEEl AHCI
D. 2 55958 [E S FEF R PR B R TE
22. NHIMErE T A AR B R S A fl &L sk AR (A ka4 2



A.5% acetic acid
B.0.3% hypotonic saline
C.0.85% normal saline
D.5N HCI
23.IEH BB RATH 25K #acid phosphatase /D K72 % /b units ?
A.50
B.200
C.800
D.1600
24 KEF TEFEH 0 T 515 DAZE B T 4Rt ©
A VERERE G
B.o-Aj &M
C. 5N
D.JEAS M
25 1R AT E IS SR A SRS TR 2 D E 93 LL 2
A45
B.12.5
C.25
D.50
26. BB ER LS - s ABSEBMAME (hCG) AR/ IET B HRMERT&RE ?
A SRS
B.= L&
C &R %
D&%
27.MBEEE L 0 B- NEBEE R RS R LAY /520 mIU/mL ?
A TIZfET
BB INERIR2~3K
CIEINERIZTR
D.[#%2104
28. T HIE RSP (Heterophyes heterophyes ) fiasf {2l ?
A IR KA HE AR
B. A TE AL
C. U & B S { I e e
D. & 2R
29, THIfE H R AYPE 1478 (Gnathostoma spinigerum ) HERI2ETRAEE) ?
A REER
B.BRIAg A g RE M A MER &
C.Hg Bl X —Setpds
DRz T eH &SR 4 a
30. TH Il f %A B4 - (F IR P 88E F B AR VERTRER » WAL TR AEESE 2
A FEfR4R 8 (Strongyloides stercoralis)
B.iEE&: ( Enterobius vermicularis )
C.JEHEE F435 (Capillaria philippinensis )
D. R#EIEES &SR (Dipylidium caninum)
31 AEREE IR EE (disseminated strongyloidiasis ) ZH0it - THI{a]E§EER ?
AFFE AR BT 4R
B.EFIE R O R & K =
C.EEHEANRIEARZH/A
D BER i BERG B F 4 8
32 B LB EER B ZRisksR ( Enterobius vermicularis) HY&EDY - R T YIAERHE ©
A— R Sl
B.EF G
C.UFRE EARORIREZEE B (albuminoid coat)
D. K& & 81l IR 4HAE
33. NI B 52 (AR THEE (anterior flagella) ?
A A& (Trichomonas hominis)
B.E#fF:& (Chilomastix mesnili)
C. A \Bai s (Enteromonas hominis )
D.J5lE e ( Retortamonas intestinalis)



34, THIEHEAEEE 25 HEES ?
AFSE BB
B.ZF/K
C.BHEm’
DRI

35, MR R EAEDE & 205 ?
A.Rivalta test
B.Pandy test
C.3% Sulfosalicylic acid test
D.Watson test

36. T H\ el ERGRERE R~ B (E S HARE T 2

A FRRERE
B. M
C IR ERREN 3%
DNEYELES
37 I H AVRAENIR Y MR EL T 5 o] Z e H B 2
AFHRERIIRIR
B.IEH KM
CHEEEAEM T
D.1EH HIRIRERE R

38. TEIZRICAREA K ?

A.calcium oxalate crystal
B.uric acid crystal
C.triple phosphate crystal
D.ammonium biurate crystal
39K B IEREATZ R B T Y MR E I 2 PR g 2
AFFRIEA
B =R AE
C PRI A
D.JF EE A
407K B - HEPRIRIREE Z pHIEZ Ky
A.2.0
B.6.0
C.8.0
D.12.0
41. T %|{a[fEelongation factorr] {5 -capping enzyme4E & %RNA polymerasefcarboxy-terminal domain (CTD ) tail ?
A.hSPT5
B.TAT-SF-1
C.SSRP1
D.TFIIF
42 4 AL R BRCA2 781 Rad51 proteingf & - 281 T4 llIDNAZEHIIEE 2
A.Pyrimidine dimers
B.Damaged base
C.Transversion
D.Double-strand break
43 FIFMEB T A G R EAL Tl - N FIAUI e 3 IERE 2
AZHEBENIARI T ES 13" I
B.ZEZDNA polymerasefJ{E
C.A]EF A site-directed mutagenesis
DAL BB AR
44 1% spliceosome firzfi#% > RNA splicing #f2h » % {[f& small nuclear RNA proteins (snRNPs) @ 7FULEFH&2 45 &5



5' splice site ?
A.U2
B.U4
C.U5
D.U6
45 FERZ AP mRNA {EERS(E RS 4ER IRIR4&ERE (Circular configuration) » TZE$5H T 71/{a] #EL poly-A-binding protein i
HIZE AR ?
A.elF1A
B.elF4G
C.elF5B
D.EF-G
46 .81 1% (Ribose) fHLLEL » K&« (Deoxyribose) 1F FliMEAYANERR /b —{E%H ?
Al
B.2'
Cc.3
D.5'
47 55 T e AIF BRI ER 2% (Epigenetic regulation ) jIREERY 574 Fyfi] 2
A.DNA sequencing
B.Methylation PCR
C.Southern hybridization
D.DNA footprinting
48. T FIMAE TS R R i A 5 5 e 2 A TRE 1 (Microsatellite instability ) ?
A.BRCA1
B.k-RAS
C.RAD51
D.MLH1
49. T 57 nested PCRAYAAL » {775 TEHE ?
A LIRNAHB:#{TPCR
B.LAEE— il PCREVEY)EFEE (8 PCR BYRR AT S IE
CHHE?—H/ PCR » nested PCR #E/EIF# A &G RUZ B 5 5%
D. 38 T A AR 2 A TR M
50. I FH T i 1 e e et i R B AR I S B S Y S R B > FE DL AT B A% P IR 2SS e il - iy NIl 3 2
A B iES4 R E (Polymerase chain reaction, PCR )
B. @ 4 E ( Ligase chain reaction, LCR)
C.Ze88 I &8 &7 € ( Mutagenically separated-polymerase chain reaction, MS-PCR)
D% = & sk 7 i ( Sequence-specific primer-polymerase chain reaction, SSP-PCR )
51. NS, & B S ERERE S (Tumor markers) CA 1257l ?
AdifsisH (Antibody chip)
B.fuU i (Antigen chip)
C.HEH & (Gene chip)
D.PCR{: 5 (PCR chip)
52 1% 53+ FI1E260 nmizE LI HE T E R A
Al
B. AL
C.BEREAR
D .ok S s
53, BAFAIRNA S » 28S / 18S rRNA ratio${EER :
A<1
B.1.3~1.5
Cc.15~17
D.>2
54. T FIafEE HE A EDNASERECEE(E (Mismatch repair ) =Y 8 %A+ 2
A.MLH1
B.MSH2
C.FAH1
D.PMS2
55. %1/ & 244 Himicrosatellite markersi FHfY 5324 2
A.Next generation DNA sequencing
B.DNA sequencing



C.Allele-specific PCR
D.PCR-polyacrylamide gel electrophoresis
56. T FIATEFEACHY T A 2T E 8 (Solid-phase hybridization) ?
A.Dot-blot
B.Microarray
C.In situ hybridization
D.High-resolution melting
57 A#multi-locus sequence typing (MLST ) 4HEAR73EIT% » THIRUM A #$53% ©
AMLST#16S rRNAFFHI 7347 5 EL 73 AlRE
B.MLST YA R E AR BN (Housekeeping gene) f+
C.MLSTZlallelic profilefJsequence type4hh 57l
D.MLSTZE I fghe AR FIAmE 6 73 2
58. 4 kAmMPC B-lactamase E I ARG 2 fot - NHIfAEsER ?
A.{£B-lactamasefy434E &> Class C
B. & G i v DAE A he HIAMp CEERAY
C.ampC B-lactamaser[ {F/E N E e
D.Zs i pgampC R RN IR Ae e 41
59. THIRERREILIERY )77 » (B AR IR a s 2
A.PCR
B.NASBA (Nucleic acid sequence-based amplification )
C.Southern blot
D.LAMP ( Loop-mediated isothermal amplification )
60. T FIIHE S R I ELALHIPCRIgH - 75 Zireverse transcriptionffy 57 gV B 2
A.Rubella virus
B.Cytomegalovirus
C.Herpes simplex virus
D.Varicella-zoster virus
61 NBIRE A2 E (HIV) EZYm A% 2 22511 » N YIeIteE g fisoil s A s U 2
A FHEIAEHIHIV p24 antigen
B.HRT-PCR{EHIHEHIZERNA
C.HIPCR{E M7 #5i%% DNA
D.JFHEIAFHIHIV gp120 antigen
62. NHIfaIfE R & B AT RAE Ry 1425 —HIREICAE (Down syndrome) EERiEGfRVIERE ? Do-fetal protein @B-HCG
(@Unconjugated estriol (UE3) @Pregnancy-associated plasma protein ( PAPP)
AEDO®
B.EQ®
Cc.EO®
D.EZD@®
63.Mantle cell lymphomaz i &1L (s 88 5 By fa] 2
At(1; 14)
B.t(8; 14)
C.t(11; 14)
D.t(14; 18)
64.Polycythemia verajp i 7 BPR8# 5 - BEL 51 {al s S (RS L AERE 2
A.FGFR
B.JAK2
C.NOTCH
D.EGFR
65. T 3I{i# Za-globin LAY Hr A 2
A.Hb Constant Spring (Hb CS) EiHb Quong Sze (Hb QS)
B.Hb QS #iHb E
C.Hb EfiHb J-Meinung
D.Hb J-MeinungiHb CS
66.[2 A HAYMNEE T Miltenberger (Mi.) NIAY » 32 22 N5 el e LR 88 B AT 2
A.GYPAELHEEZe s
B.GYPBILA|H R ZEsE
C.GYPAE(GYPBEA Ik
D.GYPAELIGYPBZELR 24 unequal crossovers gene conversion
67. NHIMEITE 7 T-HIRR SR 2 P T - A DAtamoxifentiy f 7L e R ry Sl ?



AHER2
B.ER
C.BRCA1
D.ErbB3

68. —FEIEIH ANYIEF 4HAEDNALIAT (s AT e - FERFAHARAYDNARIDAAR i A E > &comparative genomic hybridization3477
BEP—JERNERANET - ZYERER a A T REE A THIEES 2

a
—

1.0

Red/Green ratio

@ lib@ 11 _ED)

A.Duplication
B.Deletion
C.Mutation
D.Translocation
69. N¥IIA KBS EEmicrosatellite instability (MSI) Byl » o] #1EHE ?
A BB A MSIHYER S —RETaR LLE A 1T
B. Fymismatch repair FLRAYZes8ER
C.Familial adenomatous polyposistJi A& A MSIHIEHE &
D.Protein truncation testiz FH s (U #1120 B e B iR & 5 A MSIER R 1R e 774
70 B IR S ATERRG ERGH#EEHE (Hereditary nonpolyposis colorectal cancer) # (- T 51 {al fl AL RS L AR MG (AT 22K 2
A.Mismatch repair genes
B.APC
C.B-catenin
D.TP53
71, NHIEIRE A A FA O B H . %401 (Single nucleotide polymorphism) 2
A.Sequence-specific primer-polymerase chain reaction (SSP-PCR)
B.High-resolution melting curve analysis
C.Single-strand conformation polymorphism
D.cDNA microarray analysis
72. NHIMaE Ry G IREf i RAYVKORC LA R Z B ?
A.Arginine 144 — tyrosine 144
B.Promoter -1639 G — A
C.Isoleucine 359 — glycine 359
D.Tyrosine 356 — stop codon
73. TFUARE A A Bk (HLA) 737 )5 7ERY#E RIS (Resolution) 7 ?
A.DNATEFF
B.MEL 55
C.EEMEEAZ ST (Sequence-specific oligonucleotide probe )
D.J55 1 S 22 TS 7 ( Sequence-specific primer-PCR )
74. TFUaES B E E MERFUR (HLA-DR) Y7748 2 2IBARE A /D i 84558 2
AR EMEERZ T IEZEST (Sequence-specific oligonucleotide probe; SSOP )
B. 554 B iy 44 K7 i ( Sequence-specific primer-PCR )
C.DNAEF
D.IMFE T2
75. NYIEITE AT B RE TERE I E MR AR B 47 2
AABOImEI 5
B. B AL M7 AE
C.STREZH T
D.Minisatellite 731
76. MM EAEE(E Ry STR BT ER G ?
A RS 4HRE
B. BNV
C.ALIm¥k
D.HMmEk
77 TR RO o (g% - PCRIZIERT - Kk HEERVIEAIZE FP71i%% (Non-target derived control) fmAkESa » 5
DUrERIPCRIZ ER AEAR fiE R - A7 IAH AR &



A.Homologous extrinsic internal control
B.Heterologous extrinsic internal control
C.Homologous intrinsic internal control
D.Heterologous intrinsic internal control
78 AR IR TR E AR IERIRO - TR R g R ?
AfFBCLIA-88 Regulations » % /06 B BL#El T
B. 7] LA A RSB AR S A E I i
C. 1] DAfSE F{E Byquality control standard » 2R & #21FE
D.8EsERIE HAHE - (R M AE RS PRI AR AS A & B AR IE
79. KEI20% AT A R > FLBRI IR T AR IR E AR { T B o s 58 AR [RDR A (Homologous recombination ) Tz 51
fr[fEsREE ?
AFEAEE (Gene deletion)
B. A ## ( Gene inversion)
C.H K &FEE (Gene duplication)
D.Zxthfisdr (Chromosome translocation )
807K LR - THIalfed 2 Rl S i & A A Ph A s 5 2
AZEVEERERREET T (dHPLC)
B.R R B &l e (Long-distance PCR)
c.bJssE% (Northern blot)
D.EE%PCR (Real-time PCR)
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