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$OFE  AREE I FERE FEIERS

1A B RO ERER R AR > Y& IR ?
A H—#HMIA SR AH A T A
B. VIR SR B A O BB 15 - TR H SRIBOR R (5 » Bt ARREKIT A B
C.E LR HAMGRENT » S AT PIHIR S - FRER RIS » DIUSEEW G
D.[ERHER - (i B e ey - BI85 - RN AR o o DS R T4
2B YsR E R L0 EI406508F - AN A gEa% ©
AR 8
B.H iy th 4R = &)
C. M7 dadifns s 1~
D.fiEAfr RS
3. TNFINESLE S BEHA &K (microalbuminuria) ?
A B aRBkEER
B. B/ NE LU ARE
C.EHHEHES
D.FfRE
4. SEORBHRRRA - s EAE T FIRERM ?
ASEHK
B.[REZEB{E R
C.[ERIEZFIK
D. = G b I B R
5. DURRAACEARE - THIMEFE e THERr Mt EEEdE ? OfEars O Ok @[kl ©
PRAEZH
AEO
B.f#®
(AD)ICY
D.OB®®
6. ARRPR IR A - TN FI Al TR 2
AJAE R BT A]
B. R E AL
C.7A88/K ] AR E TR 4l
D[RR AT PRI & i B ORGSR
7. e E 2 ClinitestyE - » iR R Al Ts ZEAYRE R 2R 2
A.copper sulfate
B.sodium carbonate
C.sodium hydroxide
D.sodium citrate
8. EmPRRAEEER ) - fFldlicatecholamines ~ 17-hydroxysteroids - ~%Ifo] % FyfcfEfaHE 2
A BB
B. - EWIRKE
C.24/N\EF IR
D. =PRI
9 ML RS R TE SR B B /K ke i L8 E 2
AEE
B.%
C./INi5
D. KKz
10. Bl RIBE S A AR LAVATLA ST > A Ty E e ?

A.methylene blue



B.10% alcoholic eosin
C.Sudan Il
D.trypan blue
11. B #{FEHemeQuant B izt ALL - T 51 {a & 1EHE ?
AR Ry S R N BT I AT 2 il R
B. 75 AT Z 4SR5 E T - AN Se o BB - AR REfE FH s
C.EHE L e AE E— PR B mAl ZH4E & &
DAz & E T BORNERE A
12 ARRRE B RAE I 2 BUl » T ol EEERR 2
AR (sialic acid) /2SR AR MY 1 2Rk 2 —
B. AN FR B AR 2] POIR4HAR (goblet cell) gt BT/ 45 (mucin)
C. N ERE ORI - F 2N gARTRASEAAE (plasma cell) Fr& s
D BERINERE A7 A DNA » 28R MU HIDNAS E k=
13. SR B IRAVEAYIE - SNBL 2 S s AR (sulfur granules) - A HTRE Ky N5 IR AR Y RUALFT A R 2
AT (Actinomyces israelii)
B.4:EFRE (Pseudomonas aeruginosa )
C.-FIChfiZEs: (Pneumocystitis carnii)
D i #E (Klebsiella pneumoniae )
14. THmER G HIAR EERR ?
AALImEk
B.1EH A MmER
C Al ElE4RA
D. [ Rz 4HAE
15. M8 H B 1 Bk > B (transferrin) HIRA TFINMEALE ?
AHEH
B.o BREH
C.OBREH
D.BEREH
16. T e i R A A R R BE ] 2
AR HTHS A B
B. AR PRSI 32
C.Z 8 VERRLfE
D.IEH NBTHSA $8E%
17. NHMaRE R SR R (transudate ) HYJFEEA ?
A MR 2 Z PR N
B. {3 1
C.MEER R
D. BRI B R AR PR
18. A (pleural fluid) [ fz4HAE (mesothelial cell) Z &t - T $EER ?
A ZHZM > ERE R AR S > ik i T R
B. % SR MR RE R A Rz AR &3 0 - mT DA PR 2 RS A il e e = Fi5 A%
CAHE— AR HIRTEN 38 38 i » &5f% R 3R (tuberculous pleuritis ) 7K Kz 4 R 85 B HA B D
D. P LA R R AL (2 - 16 57l Rz AR A Lt 4H Ak 4R
19. TR R A i & AR I& s B R 2 . (exudate ) BEHR (transudate ) ?
AT LA R A e B R S B
B [f1L77 B AR FE 5 A A R e S 72
C.IMUEBHEREE A & A A RELEL
D[ BLHE B 2B B RE 72
20. THI[EZRAETR A AT F ASIREDTA Ry HUAE I R A 2
A GRS TR
B. &R A T4
C.IG IR
D.FERB AR
2L TR SR BRI (125 UimL) s2 8 RAEmRs ke &R 2
A GRS TN R
B. IR R E N A &



(oiI:E B0 )
D I A

22 IEEHINER > HEEMER TR T 2
A.6.0
B.7.0
C.75
D.8.0

23. FHIfalE RS E B T SRR IR &1k 2
AETRER N
B.ARASAE 1B D
C.Help{E R
DR LRI E

24. FHIEREFEERIECT - [EiER 2
AFEE2~STHEK
B.ASTELY 52 ~5= T
C.pHESMAT7.2%5(7.8
D.Z /D #80%iE LA IEE 2 ERE

25. ML= B AR S BT A AR FIBEIE 0F N A E R R S FI L B B ey R E R A3 2
A B —TEHIBREE RIS
B.H—fEfloK B TP AS
C.WWFE A [E P AL E B BB I BE T i RS
D.Fiaf B R EITHIHIAG

26. BTk E 7 (gestational trophoblastic disease ) HYFE » THIMe# #555: ?
ABETEER
B.hCG 2[5 M i e (R Py 1F e R AR
C.EHAB AR

27 AR BS R4 EASR (spargana) YALIL - TFIfa & ERE ? OF RV EEABIRERIRIEFE QM o] H FilrhEbr s
O G JZ a2
AEDOD
B.ED®
Cl2@®
D.O@®
28. NI EF & B4LIER ?
AJfERE (Entamoeba histolytica )
B. AHEFSKE (Entamoeba coli)
CAHFEMFRE (Entamoeba dispar )
D.F& R E ( Entamoeba hartmanni )
29. [ Z4EEEa (Trichinella spiralis ) B » 31 {a[ & 2 i 7 AT RE S A HUMEAR 2
ABERE I A Bk AR S %
B.ALIAE
CHBE X
D.FifE 3%
30. THI 2 AR R & (blood flukes) HYJ7= ?
ANZERKERAINAEL) (sporocysts )
B.IZZ% /K N AV EEL)) (metacercariae )
C.Ma7KIk HE L 4]
D.E4%) (cercariae) $#& AT
3L Hii s (Paragonimus westermani) S2RIIZ T 5ol fE AP T &) 2
ARIKE
B.IEE
C.EH%)
D.ZEf
32. AL EfSITE (visceral larva migrans ) 8% - 5 S5 folfE I PREEIE % 2
AIEEEME S IER (eosinophils)
B.IEfig A mEk (basophils)



C.rEFMEHMmER (neutrophils)
D. Bz A1k (monocytes )
33. NI EHY A IFRIEH A 275 E49 550~ 51 /uL ?
ASEBER
B.FAHETR
C.Hg/K —B2Hi%
D.1m##
34. T FarF A A 1 25 (H47 550 ~80 mg/dL ?
AFSERER
B.fg7K
C.FRI
D.F7K
35 AUMHE /K F M EREH 8 - e 2GR - FEARIT 7= 2
ASEALER
B.{EIREIK
C.KHf M
D. = 5REK
36. T FIHa[E IS NE 5 H AROK 2
AR
B.FE/K
C.fig7K
D.fSERER
37. FEERIUEFEA G 2

A.calcium oxalate crystal
B.uric acid crystal
C.triple phosphate crystal
D.hyaline cast

38K LR MW AR RS < pHELY K THI I 2
A4.0
B.6.0
Cc.8.0
D.12.0

39. NHIMa] R 8 i PR R A L st B 2
A.SSA test
B.Benedict's test
C.Watson-Schwartz test

D.Rothera's test
400K B ERFRR iSRG R T B 2E - Aifaled S By T ?
1 2 3

AJREA &t ()
B.FRME— W& (trace)
CJREH —HEBME (++)



D.RHE — EEGME (++++)
41 RS DNAZAE » B F T YIRIfEIE1E 2481218 2
A.Photoreactivation
B.Base excision repair
C.Non-homologous end joining
D.Translesion synthesis
42 A DNAZnegatively supercoiled » T %I[{a[fEfiF = & &5fiZ5 (Relax) [H:ffEsupercoiled DNA ?
A.Primase
B.Polymerase
C.Topoisomerase
D.Reverse transcriptase
43. T HIa 2B E %) RNA polymerase |l core promoterffy4H ik fifze 2
A.Upstream activator sequences (UAS)
B.Motif ten element (MTE )
C.Initiator element (Inr)
D.Downstream core element ( DCE )
44, T %1|{a[fdE small nuclear RNA proteins (SnRNPs) [E]#%£:Eiimajor {1 minor spliceosome&#2f5) RNA splicing ?
A.U1l snRNP
B.U2 snRNP
C.U5 snRNP
D.U11 snRNP
45 BRI EAZ A Y B R EEE - T RIRe A TR ?
A elF20 Bz L e e AV - (R L E SR
B.Maskin=]#4E elFAE F1 CPEB JERHE & N2 1E H
C.EE VB #ME mTor B]{s AE-BP B L iy b s (E
D IESEEHYE T » iron regulatory protein (IRP) € iron regulatory element (IRE) 454 » B ferritin fY4&5%
46. EEMEZEE (DNA) [6]7> 54484 (Topoisomers) ] LLUFHEEIK B - FHIfaE Azt ?
A.Relaxed circular DNA
B.Supercoiled DNA
C.Linear DNA
D.Nicked circular DNA
A7 HHRE AT AR R AR RORME (Maximally condensed ) HYZL S ?
A.Gl
B.S
C.G2
D.M
48. NHIRAF R S HEE A IE (PCR) HYRUL - o[ #5545 2
AMOZ R A 5 R SR M EE )
B.DNAHEDTARL 5 ZS Mg
C.JZ /i ADMSO R LU/ DNAFSEAR ) — 4R &
D.— &S JEHY pHIE S pH 7 ~ pH 7.5
49.Pfu DNAZ &R fy & T RIFEEFZEM: - FTPAH#EREE Tag DNATE SRR 2
A.5'—3' 4MJJBE ( Exonuclease)
B.3'>5' #MJJEE ( Exonuclease )
C.5'—3' N (Endonuclease)
D.3'-5' WM (Endonuclease)
50. T3 alfe /7 A5 AR HIDNABL EE (B A4S & 2
A.DNA footprinting
B.Electrophoretic mobility-shift assay
C.Chromatin immunoprecipitation
D.Fluorescence in situ hybridization
5110584 - Eha= (Lab onachip) ?
A& T8 i R 2R IR RAR RS Y B B =
B P& 1 AR TR [E i R ey B B
C. IR ~ PRI ERN AT e — (8 &R BT
D. BUS BT ZE R S i B IV E B



52. T HI M fd i A FEFPCR A% EE T I 48 AR E B 2
AfEHRTE CORE LR (Barrier tip)
B.{H UV LIFImE
C.{HH10%E A AHE R TIFE
D.{#f110% Triton X-100jA < fEz{ s
53. THIERAEAPCR (Nested PCR) HYRAL - fo[E$E ?
ARG BT E—aE e
BN HERY EEE
C.18 S ey B —1
DA HG [ Faea S — BRI
54, —{#A—G single nucleotide polymorphism (SNP) fyS&RERAl (Heterozygote ) {E#S - HARPCREMASEM: /[EE(F
FH (Denaturation / renaturation) 7% - FiifzhEkHYheteroduplex &y :
AAIC-TI/G
BA/G-T/C
CA/A-G/G
DT/T-C/C
55.2 polymerase chain reaction-restriction fragment length polymorphism (PCR-RFLP) {EHISNP » [FFDNAKA » ZE8DNA
G - IEHDNAZPCRE E:LUSac gz - H &K A/ 5210 bp » 2€82DNAZ PCR )5 Bkl Sac IFFERT » HEE Ik A/ 130
bpEi180 bp » —{lilheterozygous A/G genotype” fi5 A\ 45 R E By
A.130 bp#i80 bp
B.210 bpEi80 bp
C.210 bp£ii130 bp
D.210 bp ~ 130 bp£i80 bp
56. NIRRT - ]34 TERE ©
AFESORE—fREEPEST 2 Tm (Melting temperature) 55C
B. /i FE Y DNARES 48 F ELindsd
C. RS H— by
D.JEAYPRET FEAC A R =
57. A carbapenemaseft F K R AR B 2 A0 - THIMo & 2
A.J&Ej>class C B-lactamase
B.Metallo-B-lactamase Ecarbapenemasery—7fi
C.KPC[#Z E-carbapenemasefy—fi
D.NDM-1E 28 LRGN B R
58.451% 71 AR E = HAkatG ( Catalase-peroxidase ) F:NZ€8 » LR BN S fEEEY)HIHTEEARH ?
A.Ethambutol
B.Streptomycin
C.Isoniazid
D.Pyrazinamide
59.dsDNAJK #HIHELDNA RS -ATGCTA-3' » L FDNAFHIA TFI( 7 2
A.5-ATGCTA-3'
B.5-TAGCAT-3'
C.3-ATGCTA-5'
D.5-UAGCAU-3'
60. NFIfaITEp 35 1 ZERE EHIXBR AV ECH] - T A FAREE B ol s adUR (PUR8) MNIR A8 E 2
A.Human papillomavirus
B.Epstein-Barr virus
C.Cytomegalovirus
D.Human immunodeficiency virus
61 AR HE AR - A E R ?
A. B AT 4HRE E s ASEEiRR 5 (Human coronaviruses ) A 5E - i st DU AR AL L B £
B. HAREE I 4HA R & AU S5 (HBV) - {E 0] DU B E2 AR P 55 LA
C. B RI{REE AR BN AT 35 (HCV) - (H 0] DRI MUBER A e A 3 RN
D NEF 2R (HPV) AIRUA AR - (R MR % & £
62. T THGOPDE NS N H S A AL 508 ?
A.1376 G—T
B.1388 G—A



C.95 A—-G

D.241 G—T
63 A HET THIARE (AR R AT e AR 22 DBl A e B ©
A.10
B.20
C.30
D.40

64. R $%iR 7 (Mosaicism) HYREEIERT - FHIRGIUE FErE 2 OF) 5 REEEE20% QR HEIVLIRE &7 24N ok
( Mitotic non-disjunction) Fi5[#E @MEH LEA— T ALEREEH R
AED
B.EE@
(oR: 16)
D.O®
657 EHA I AN s g 2 - $I) acute lymphocytic leukemia (ALL) EEAEHEERARTHEGEATTE ?
A.Hyperdiploidy (>50 chromosomes) =k t(12; 21)
B.Hypodiploidy (<44 chromosomes) = t(12; 21)
C.Hyperdiploidy (>50 chromosomes) =\ MLL rearranged
D.Hypodiploidy (<44 chromosomes) =k MLL rearranged
66.1Fmyeloproliferative neoplasmEEHMmEL T » fi B JAK2 SEHE
A.F617V
B.V617F
C.F716V
D.V716F
67.FHNAMII » FLRSEES539 G-CZE@it T4 fHar Y ?
A.A2
B.A3
C.Am
D.Ael
68. 5 i &K GID (Weak D) [MZUAYRhD BRI S T3]3 7
A.G355S
B.V270G
C.M295I
D.Y330X
69.WarfarinZ&4i 7 F 7 & 81 T 51 IMEE R 2 B MR A R 2
A.CYP34
B.VKORC1
C.CYP2D6
D.rpoB
70. Bl EER cytochrome P450 55 5% (Phase Il) B3R R REAVRCL - oI £ 53R 2
ASENIER KM (Hydrophobicity )
B.{it 454 £ % L (Glucuronidation)
C.e#Enfi A&t (Sulfation)
D.fle#E4 (L (Oxidation)
71 TFMREIT AR A mBRGUFE (HLA) ZE X E ?
ADNAEF
B.MUEE A ER
C R RMEHEEST (Sequence-specific oligonucleotide probe )
D. 75 T A S E (Sequence-specific primer-PCR )
72 FAIEZ B A MBRGURE (HLA) 2R T 7 i 2
ALLEZE
B.AEHE%
(oRXiiijeient
D.BEZR R T
73 NISTRIEGCAVZEE AL Sy -
A.102%~10°
B.10"~1010



C.10'11~ 1015
D.0
74. H AT T8 E i (E A RO 2
AFLEEFYIESE T (STR marker analysis )
B. 2R R B LA ZRETESUE RS (Minisatellite DNA fingerprinting )
C.H— T ANE: (SNP)
D.ABO[f#typing
75. 5 THEFTRNAS T - ICERIIRARES AU (A 1Bk 2 1% » 5 ORFEAE2~ 8 CIFHTE 2 A 2 N RNAZEETH ?
A.2~4/ N\
B.24/\i%
C.7T2/N\BF
D.—2H]
76. 5 T ERTE E0VBE T o R UtEERREE (Clinical sensitivity ) &R > TFIa/%EHE 2 (TP: true positive, TN: true
negative, FP: false positive, FN: false negative )
A.[TP/ (TP+FN) ]x100
B.[FN/ (TP+FN) ]1x100
C.[TN/ (TN+FP) Ix100
D.[FP/ (TN+FP) ]x100
77. T HMIRE T ] DU HIRE Je 4R 45 R 2 RS AL o ie B R 7 BN R IBTE ©
A.Loss of heterozygosity
B.Comparative genomic hybridization
C.Restriction fragment length polymorphism
D.Sandwich hybridization assay
787K B TR B R e El 4 N BRI B o\ DU F Il 7 A A T A A (R L R 2 S B R R E A 2
A.Loss of heterozygosity
B.Comparative genomic hybridization
C.Restriction fragment length polymorphism
D.Sandwich hybridization assay
79. NHaIE 2 NI e i LAY B R 2
A.K-RAS
B.MYC
C.SRC
D.TP53
80.7K R - T Ryaz B BRI R 4R 45 i BV BRI R 2
AFERBERUR
B SEARZEE
CHERER A
D.ARFEAL



iP5 AT

L 100E - ARFREFHAARZETFFFTIFFEFTFABERTF EF - F 3

LR E e

TR EF %i%if#ﬁ NP S LR AELREL S LR ATISES 3 LR SRy S LIS 8 FF Y o

: %83:%55@;;

PP efE: FEA T RBRFERAERE (2 HFLLF) GRAERH 1 3308)

M # 804

BESE: FRBaty AN (285 R34
A 010203 04 05 0607 08 09 10 |11]12/13 14 15| |16 17 18|19/ 20
% D/ A|/A|B|A|/A/C/C # B/ |A/C A DD B D B|/D| B
A (21122123 24 25| 2627282930 |31/32/33 3435 36 37 38|39 40
% B A|/D/D|/C |B/A/A/C D |B A A A # D/ C|C|B|D
XA (414243 44| 45| 46 |47 |48 |49 |50 | |51|52|53 |54 |55 |56 57 58|59 60
$4%/Cc|Cc|/A|C/C |B/D DB D CDAAD C A C|B|A
XA 616263 64|65 66 67 68 69 70| |71|72|73 74|75 |76 77 78|79 80
% D/D|/B|/B/ D |[B/A/B/B # B|/C A A A |A|/B/A|A| B
R
£

% o BOREC DA $5HEB - CHA > HT04- BBA -




	105100_33_醫學分子檢驗學與臨床
	105100_MOD33_醫學分子檢驗學與臨床

