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| IR AEER - AIRAVINERLIE > FIRZZHRA A ELAILUAE - BRSPS SR MR fah i A T MAE R
(lateral gaze) HYMiEERZ » EEZ NAIfAZE ?
A EIIRFHEHL (oculomotor nucleus)
B. SMiEriaE#% (abducens nucleus )
C. 4R tafs4diRastE (paramedian pontine reticular formation)

D.E-WtH2%f% (Edinger-Westphal nucleus)
2. NHIEER (basal ganglia) AYREEH - rE oy R& AL - BOBINAGLIRAE (striatum) ?

A. B (caudate nucleus) E25%4% (putamen)
B.Ef (caudate nucleus) EAEHEK (globus pallidus)
C.73%1Z (putamen) EAEHEK (globus pallidus)

D. Zik# (lentiform nucleus) EAZEHEK (globus pallidus)
3 /NS (E Y A A A F S (thalamus ) & EFEHIEE THIAEAVAMSSE (cerebral cortex) ?

A. FEEENE (primary motor area)
B.#0#5#Eh& (cingulate motor area)
C.E#EENHENE (supplementary motor area)

D.##E#EHIE (premotor area)
4. THUMEHE(CHZ (amyedala) 8H - EIEZ2 N EMS Chypothalamus) ?

A.4%%0 (stria terminalis)
B.Z#% (fornix)
C.NHEIFTHS S (medial forebrain bundle)

D. A{AI4ES (medial longitudinal fasciculus)
5.6RERS (thalamus) DIREZ AU - THIf &R 2

A SMNEIRES (lateral geniculate body) HAfREEZAE R



B.Ai#% (anterior nucleus) HAIEZEERH

C.H84MHIFZ (ventrolateral nucleus) EHFEREVNESRN 24T (extrapyramidal system) Hf

D.FE#%YMAIEZ (ventral posterolateral nucleus) FAfSEVE AR
6.1% ~/ME&EHR (posterior inferior cerebellar artery) PHZE » RJEEA:SMHILER

medullary syndrome) - NHIf[ZE A AIEELER ?
A /NETRESEH
B R SR R S

D. #HHIf A
7. FHMEFEA LT H (niddle ear) ?

A B2 H4E (chorda tympani nerve)
B. NSEEIIK (internal carotid artery)
C.#55HL (stapedius muscle)

D.#&/N#gE (lesser petrosal nerve)

8. NHIH—FRARS ML EZHRER [ S NE RV BIE e A AHRE 2
A SNEAL (lateral rectus)
B. E&HAIL (superior oblique)
C. FRIL Cinferior oblique)

D. FEHL (superior rectus)
O fHHa%E (optic canal) B NFI{a]&tHiE ?

A.#}5E (pterygopalatine fossa)
B.H#HE (middle cranial fossa)
C.# & (infratemporal fossa)
D.

T (temporal fossa)
10 . 848 T 5ol & ey & B AT i@ B iy FLUE A8 AR [E] 2

A BFL (foramen spinosum)
B.HETFL (infraorbital foramen)
C.FBAFL (greater palatine foramen)

D.fifEffL (anterior ethmoidal foramen)
11. THMEIEDAE - BEASE B HAE (CN VIT) fHERE 2

A IR AT

<<

FEMERE (lateral



B. &5
C. BEBTRR T
D. 7R (buccinator) Y4s
12, NFaEERE R b~ § ~ TN ={EUR4ERL (pharyngeal constrictor muscles) ?
A EHIFHLE (glossopharyngeal nerve)
B. =X#ig¢ (trigeminal nerve)
C.#kEMZ (vagus nerve)

D. & F#ig€ (hypoglossal nerve)
13 . FHIfaEEBIsEREiRAL (tensor veli palatini muscle) ELAREEIARIEAY L ZHE ?

A FEIANL (palatopharyngeus)
B.%EFEHL (platysma)
C.#¢Z5RAL (tensor tympani)

D. ¥ Z=MEHL (stylopharyngeus )
14 . EEYRIRE#IR (superior thyroid vein) BYIMLK @ MEFEA THIEE 2

A SNSEEFAR (external jugular vein)
B. N%EEEAK (internal jugular vein)
C.9E%E#%80% (brachiocephalic vein)

D.Bi%EE#k (anterior jugular vein)
15 . fEHAIE T o 900 MEEES (base of the heart) ~ ZE0EIFETHIERE B TIHIEE 2

A.R%E (trachea)
B.#%F&#Hk (descending aorta)
C.&#E (esophagus)

D.AEYHRE (right main bronchus)
16 . fREIZET > BfiBhAkE: (pulmonary trunk) #EELITE YRR » 4 S ZE G RHEIAR 2

A5V T = R
B. %A/ FEluts R
C.%— F Mt LE
D. %= =Rt R
17. THIA—RRERRR A ] AE 22 BRIk s g B H A 8 2
A . BIZEhaE BT (xiphisternal joint)

B.Bh#5REES (costotransverse joint)



C.WiRaET (manubriosternal joint)

D.MahhfAET (sternocostal joint)
18. BRI (thoracic duct) fEXFE A » NHI{a]F EHE ?

A AE BB HEZ ]
B fERE B R [
C. 1EHy LB LA e 2 ]

D . FEATAEARELAS Bl e e
19. M¥IfaE#Edf#AE (diaphragm) AYEZEZIC (esophageal hiatus) FHFREHE ARERE ?

A .B9% (thoracic duct)
B. F#HKk (aorta)
C. 2fEmhakEe (vagal trunk)

D. FHF#Hk (inferior vena cava)
20. MYk SEEL1 —$508% (duodenum) BEARAYRUI » (o] 35 B By IEHE 2

A BEE (gallbladder) LA+ #8505 L& (superior part of duodenum) HY{&7T
B. FE#R (inferior vena cava) A 585 7/KEES (horizontal part of duodenum) HYRE/T
C.FElgrEES (head of pancreas) A —#55% FIEEY (descending part of duodenum) HYZMAH]

D. FRGEREFAR (superior mesenteric vein) A+ —#5RE7K3¥E (horizontal part of duodenum) HYR(
al
21 . 52521 (cremaster muscle) EHHATHEEEFAVAIERALAIA T 2R 2

A B8f&EAL (transversus abdominis)
B.BEAWAIAL (internal oblique muscle)
C.HE4MIFL (external oblique muscle)

D.BEEHL (rectus abdominis)
22 . MU E— A BB E PR B AR (celiac trunk) ?

A ZEHEHR (left gastric artery)
B. A5 ®Hk (right gastric artery)
C.FF42&H& (common hepatic artery)

D.B#@EAK (splenic artery)
23 . BANIRIEERARE (bulbourethral gland) - NFIRCIEE ERE ?

A E{« 2@5/ NPAN

B. FRIEERREFIV MR EFELIHL (external urethral sphincter) EMINEFEZEMR (deep perineal pouch) A



C.FRIEERIRAESS (ducts of bulbourethral glands) REEEEFEHHE (perineal membrane)

D. FRIBERIRA BB AR (membranous urethra)
24 . TNHIfa AL EREESH] (crura of clitoris) MK ?

A HiFEEREIR (artery of bulb of vestibule)
B.[&& %k (deep artery of clitoris)
C.[&2%E#Hk (dorsal artery of clitoris)

D.t&E&feEfk (transverse perineal artery)
25 . BEBETEIR (inferior vesical artery) [HIENF » ¥ NHIAEAVRLE /N ?

A B
B. 5k
C. s %E

D. Fi%IiR
26 . /5488 R BTN (spongy urethra) BEEERE > FRIE A TTREZIRZE FHIEIEE 2

A f2% (scrotum) 7T
B.F&% (penis) &R
C.&fa%M% (deep perineal pouch)

D.Fi T RERE > 52 (superficial fascia of anterior inferior abdominal wall)
27 . FHIH— ek » ersE{EiRpL (brachialis) EdfE BEAL (biceps brachii) ZfE ?

AR (ulnar nerve)
B. 4K (radial nerve)
C.IEHH4% (median nerve)

D. L 4% (musculocutaneous nerve )

28 . HFE (fibula) BHESEBSHESHYET » &AIBEG K NI ?
A BEEIR (fibular artery)
B.IEHiEIAR (anterior tibial artery)
C.F%#Hk (posterior tibial artery)

D. @Mk (popliteal artery)
20 FERREHERLAYEEE (tarsal bones) o o [ A HLIAS AR 2

A.BRE (calcaneus bone)

B.f#HikE (navicular bone)



C.%% (cuboid bone)

D.FE& (talus bone)
30. AP — s HHERAE L N =AM (suboccipital triangle) ?

A B2 (suboccipital nerve)
B. ¥ K##4E (greater occipital nerve)
C.B/hwfigd (lesser occipital nerve)
D.gg =g (3¢ occipital nerve)
31. FHUTEHLE KT, (greater sciatic foramen) #E A& - HATE RFEIMH] ?
A BAFLAHL1#HEE (nerve to obturator internus)
B.&###4% (pudendal nerve)
C. KHEBBHIEZ 148 (posterior cutaneous nerve of thigh)

D. B HaE (sciatic nerve)

32 MEHaH# ERVE = (BB15~21K) AR » TR EHEL ?
A JRAEHE (gastrula)
B.#% (notochord)
C.H4C# (neural groove)

D.WA= (pharyngeal arch)
33 . Hfifg (lung) #FEEAI—HFHIZ 1% > ShGEIREENMAREEE (blood-air barrier) » DANEAIRZ
FyZ=mE RS (surfactant) ?

A . 1BREHEE (pseudoglandular stage)
B.RK#EH] (terminal sac stage)
C./IN&HH (canalicular stage)

D.ffiEHA (alveolar stage)
34 FHEEFARATERES: (hepatic portion of the inferior vena cava) FEFEH NFIAFEE G ?

A UNEEEAR (vitelline vein)
B.iE&E#)k (umbilical vein)
C. TF##k (subcardinal vein)

D. F¥##K (supracardinal vein)
35. Moo E B EEerYE AL (hypaxial muscle) ?

A.E%HL (erector spinae)

B.BEEML (rectus abdominis)



C.FHEML (latissmus dorsi)

D. AL (spinalis)
36 .85/ (auditory ossicle) ZA&HE (incus) ;@IREMEE ?

A .ZE—IR=S (first pharyngeal arch)
B.Z£—IA5S (second pharyngeal arch)
C.ZE=IA= (third pharyngeal arch)

D.ZEV/A= (fourth pharyngeal arch)
37. THIREHEES (organelle) AYFUIL » (o1& FRE ?

KIS (mitochondria) ERUBMNGES « B DUEEITIE A RAY LT

A.

B.iZIERERNA (ribosomal RNA) fFFEAHAEE N » EHIZERE (ribosome ) Frflis
C.FENE4 (smooth ER) &HFZ R - AF&EHEMNEEL (glycosylation)
D.

S HE (Golgi apparatus) BEEMEEHT (modification) FI4HE (sorting)
38 . — AR 24 AR V) A HYBAR EF &SR (bright-field microscope) » HEEMNTE (resolution) K&

B

A.0.2 mm
B.0.2 um
C.0.2 nm

D.0.2 pm
39. 545 (bone formation) HF > FHEE (bone matrix) FEH FFIMAE 7MW ?

A . EARR4RRE (osteoprogenitor cells)
B. R E40AE (osteoblasts)
C.ebE54080 (osteoclasts)

D. 54l (osteocytes)
40 . TR X EH A E L TAVEZE #E e (axonal transport) ZAHiE ?

A . #8% (myelin sheath)
B.EEAE4E (smooth endoplasmic reticulum)
C.#%/N& (microtubule)

D.FHKEEN'E4E (rough endoplasmic reticulum)
41 . Ty fEAHRE B AR B E 4R (undifferentiated mesenchymal stem cell) HYFFMA: > ZHIEEE
BTN Bz SRR B 73 BILARAE 2

A. FE4HRE (pericytes)



B.#E4HHY (chondrocytes)
C. &4MAE (podocytes)

D. A A4HAE (mast cells)
42 . THIERIFAE (dentin) FIFERPE (enamel ) AYLLES » (o[ EHE ?

A WiEESFAEER (crown) FIER (root)
B. W& E R E 4 (odontoblasts ) 43k
C.HAE/NVE (dentinal tubule) WEARA'E4MAEIZE (odontoblastic process)

D. AAEE BT EEAF (periodontal ligament ) FH$E
43 Y HLIE F A S JERE (fundic glands) M8 ASMESBAPIRE (pyloric glands) ?

A. E4HHE (chief cells)
B. K& E4HRE (undifferentiated cells)
C.25w 7 4HAE (mucous-secreting cells)

D. B h4HRE (enteroendocrine cells)
44 . THIERIEYINE (renal tubule) 45RE AUl » [ F4EaR 2

A TH/ME (proximal convoluted tubule) FlZERf/NVE (distal convoluted tubule) HVEEXAHHEIEHE A

k&4 (basal striation)

B.#TA/ V& (proximal convoluted tubule) HYEERAHHEIE > fdak B8 ELLEH/NVE (distal convoluted
tubule ) FVEBEANRETEYLS ~ e EEE S

C.BE5T4 (medullary ray) BIFEEST (nephron) MYHTHE/NME (proximal convoluted tubule) EHiEEfH/N

& (distal convoluted tubule)

D.%&U%BE (macula densa) ‘&=fER/ME (distal convoluted tubule) HYEBELMAEF LTS
45 UNEJEE (ovarian follicle) RENF > FEIIAHRE (granulosa cell) ZRAAVEEEHEE (junction) - fa[3%
REITHIHIER 2

A EEERES (tight junction)
B.#5E B4 (adherens junction)
C. & (gap junction)

D.f&kr (desmosome )
46 . Ty fE RS A ATAHRE A & & H0%Z (hormone ) ?

A BSTEREAIEE (anterior lobe of pituitary gland)
B. IS TERE%BEE (posterior lobe of pituitary gland)

C.% FHER7E (adrenal cortex)



D. & FHRSEE (adrenal medulla)
47 . THIEREAEINE (extracellular fluid) AR » (o] Felas 2

A. SEET RO NR Z 28T
B. #fEET RAINSNR 2 L5 EE T

C. s BRI S0 ST 2R ] » AT 4IRS [-Na® /KY ATPase 2 fEF
D. — AR ET0NTHIRFEE M - HAMINREL B 140T

48 Horner syndromefYJi A3 A Ei Ay S EAHAE 248 - e A mlRELHER 5 IR i ?
A BRI Y
B.HREZ T
C. BEFLFFEROR

D HRER ™4
49 | FHIRIAEE S (BEAMEFER (dominant hemisphere) BGEES G #URHME (complementary specialization)

FERAVHE AL - YA TR E ?
A. BN AT S A SUEAEE S BB IR B LN G R EER
B. 555 (B F RN g b & 1) 2 (B sy (B SR - B (L R TR EK
C. 5= BB PR S —(ER e S AR 22 U LR B MY b Rl PR R PEAV R PR
D.Wernicke's aphasia@EI5iESEEMEEERAWernicke's area Z38 » (HEESAVELE IR » HEESH
R IE R
50. THIE R AL A4S SHACH B8 (neuromuscular junction) ZAH » o TERL AN E ?
A.Zjunctionfy & T BRI IMIAELE (extrafusal muscle fiber) - junctionfYRiJi{EA Ealpha-

motor neuron

B.FsZEEA endplate potential » f&¥5) unct ionfi 7 3EF &S Tl ZE K IgiAZ4E (terminal bouton) 4HAE
B FEEAYeraded potential
C. junct ionfgi 7 HEHE TR HISMEE Y E H E & JHEE > junct ionf& 7 VLA AEAHRERE 0 ZFEhE
W= B A5 a1
D.fE#Zjunctionm 2 Aminiature endplate potential » 0] FAHMESR T E% j unct ionFi 5 HYFHAE TTAT FE e
KHEYEIF A REEAvesicle B EEAIVE TR (quantal release)
51. T AR EY)E N g I SR ZE A 2

A BRE=W5RE (ATP)
B.f#EEZ (oxytocin)
C.—&(b%E (NO)

D.4H%%H (histamine)



52 . FAfafE sz paE i A 288 (metabotropic receptor) ?
A . AMPASZ#G (AMPA recepter)
B.NMDA<Z#%& (NMDA recepter)
C.HHzlsZ8s (glycine recepter)

D.EHJEZH (muscarinic recepter)

53. TEMaREE I AVIRES » A FIAEEEUE A WIR AR E AR ©
A.right optic tract
B.left optic nerve
C.optic chiasm

D.optic disc
54 . T BN Bz S ER (monosynaptic reflex) ?

A FBIGIHY R SR 25 2 SR 4Ea S 5 (withdrawal reflex)
B. 123 %k1% - FREISLEE M o R A k(2 &% (conditional reflex)
C.REBNALAZEIZEE (stretch) AUBEBLESS (knee jerk reflex)

D. RGBT HILATE ST E IR (RIS T (extensor reflex)
55. el ] DA R S FR HEATP AL R e U4 2 H 2

A . EEWiEL{t (oxidative phosphorylation)
B. WEf#EEA (glycolysis)
C.HPEf#ER (glycogenolysis)

D.®iB&REE (creatine phosphate)
56. NHBLEH AR EA H AL (spontaneous depolarization) FYEETT ?

A.skeletal muscle and specialized cardiac muscle
B.skeletal muscle and multi-unit smooth muscle
C.single-unit smooth muscle and multi-unit smooth muscle

D.single-unit smooth muscle and specialized cardiac muscle
T @A T LR FERM Y SOETTEEE R - fedi ABMEL 1 alAYIIK - SEEEORNE M AE
(plasma) #GfEAy 0.6 mL - WEFFMIEE - S HMASEANEREEZE - FIOETIURIRER > BEE
THEEHHAMBES - TH—HEE - &lsEES H It BEESZ EERIMES (hematocrit) ?

A.30%
B. 40%

C.50%



D.75%
58 LA aRA (A ZE R EMEAY ST > YR A 2

A.Purkinje system>atrial pathways>SA node
B.Purkinje system>SA node>atrial pathways
C.SA node>Purkinje system>atrial pathways

D.atrial pathways>Purkinje system>SA node
59 . NIIERAME R 50EME o IEH R A B E?

A SN B (e (MRS B PR IS4 - TR MRS R R
B DB REAIIRIEE) - AT M E R
COMREERFEALE S MERTEREE - ATREARE IR DT [FIHEED

D M E AR AT LLB BA T LT R HEENAR SR
00 . MERAGF 2 2R IR E M FIBGRERRTE - MYIIERUL R A T RE 4 2

A MURASHR BT > A RS ERFIRER BT - Ll AR SRR o
B. FERFIRER 7T - ATESL R - SHREE BT
C. FHERFIRER B - FEARIELA LB D - A 220 & BT

D. MRASTR BTt > Al RO S i 5B/ K 73 3
01 . BRI A I & & F BRI A BIARA A RE A 22 EAYF R B e SRl —0&F 23 (splitting) ?

A B—LHE
B.S0E
C.E=0H

D.EELE
62 AEEE{EMFIAEER (respiratory cycle) o > Hii/IABE (alveolar pressure, Pypy) FAABF2EE 5 =% 7
A . FRIGTR SR
B. R EL iR
C.UCREE IR » BAZAMER Z Al

D. MRPE L iR
63 AHEINERRE - FiisAfE (emphysema) HYREA NIRRT E ? OMPEREY) (airway resistance) 3§
- QHFRENEMEN: (lung compliance) Jik/> Q@A4PRAERME (physiological dead space) ¥4fl  @HSH)
Ak (systemic artery) M9 MMEAEIFIEH /3L (oxygen saturation percentage, Saop ) &

A.OOO@D
B.{#DO



C.E2£@OQ

D.E£O@
04 . B RG BN T SE (hormones ) HYAZBRIARERGIL » A& i & ?

A HEZEUEEZ (cholecystokinin, CCK) EZ{EHEFPEZE (gastric emptying) - A E &G S

(gastrocolic reflex)

B.MEZE I 4EZL (cholecystokinin, CCK) AIRIEVZAGERZEE (pH) NREMZTMW > T 22 {E 7 Bl I FELUAL
(sphincter of Oddi) g4

Copssig (secretin) ETTEBEMMEIENET (100, R WINHEBEMT (0 5k
D.BEME (secretin) THREZEED B (pH) EFMIL » EE(TRRERILE Y (LBE
65. B~ A spike potential sHYRGIENER: (slow waves) YR - NFI[EREE ?

A ABSRER-F I BVETARAE (interstitial cells of Cajal, 10C) Al » 5B FIBHL Y ks
B.AHUEELERANN (Pancth cell) AT » BB TR e

C. ALIRER R I BVEEANAE Cinterstitial cells of Cajal, 1CC) B - fR/b B TR AL Hekh
D.AEIFELELCAAE (Paneth cell) AR R BEHETBIL Uk

60 . T R 2 B RS I AREAT 2

A BEETTSHR A58 (bicarbonate)

B.HUARE (hypoventilation)

C.esmameerm T (NH

D. HEAE K HAMAEEEEEIE T E A JEESE MR (nonvolatile acid)
67 . EZHEBEIMRE (renal blood flow) A1,250 mL/min > MMEEZS (hematocrit) A550% @ EF44ERiE R
(glomerular filtration rate) 125 mL/min » HIECEE >~ B 08 (filtration fraction) FfEyT M%)
o 2

A.20%
B. 40%
C.60%

D.80%
68. MR ZR R A B AR LT LHE (prolactin) J3AHITER ?

A HEER
B. 7
C. &7
D.4581% R (dopamine ) SZASECUH]



09 . — L MG Ry B/ N6 L E » 1P A R IRIE AL i IR #ElE - T o Ry TR B0
JFIA ?

A ST ERAIEA RUEEINE (GHRH) ZiE4EHGE
B. &R EZ RS ETIE
C.HE T ERBAIERT /L 2 BEHIZR (somatostatin) AJE

D. EER G R TIREERIE
70 . A NS ERRECE ZDhREIRIL - TAMRIEEER Z i R R 2 AR 2

A.F&ERE (cortisol)
B. &7&fid (corticosterone )
Ce® ERREEMZE (ACTH)

D. FREE (R
T1. AR e M SR T = I RE T TR 58 7

A.calcitonin
B.parathyroid hormone
C.prolactin

D.oxytocin
72 . BUR RS ZIAZERY I - TS > MY EAE A Hoa I ERIREAY > DA A A iE A A AR
T 2

. B BRtaH A%
B. Kis&E
C. HEHT4HES

D. /NG ZRE R
73 . THVERAATEA T RE I RAIROL - (o8 S ?

A SEEME (testosterone) fFHIHS TERSATEE (anterior pituitary) srbbefgERkZ (luteinizing
hormone, LH)

B.#I%IZ (inhibin) HIFIZEEAMHE (Leydig cell) 4mdhs2[EHd (testosterone)
C.Z2[E M (testosterone) {E#Wolffian ducts1b

D. —&Z[Ef (dihydrotestosterone, DHT) {E#ERiIFIAE (prostate) &F
74 . NEMaFEE A E LB AN E M (specificity) &iF?

A & @A (affinity chromatography)

B. @A (ion-exchange chromatography)



C.pEpeE s @i (gel filtration chromatography)

D. & A (salting-out)
75 . NIRRT AR S SR A B S TP A T (disulfide bond) ?

A. =3B (high temperature)
B.5&f& (low pH)
C.hnAEER| (reducing agent)

D.n A EEMER] (detergent )
76 .#Michaelis-Menten equationfBU/ERVAYEEEELE (double reciprocal plot) > f&/sLineweaver-Burk
plot » HAFFEF + 1/ V=K, / (Vo [SD+1/ Vg o FHILEE RSB A SR A, 2

A XIERIE B 5K,
B. XUEEII IR HA,
C. XEEEI EIIRLL - B HK,

D. Yl ey IR L - LR A

77.Alanine aminotransferase TN (alanine) B LPEENE (pyruvate) - FFI{olE 2 etz E A
(transamination) FrEEAVHEHTE ?

A .NADPH
B.NADH
C.pyridoxal phosphate

D.thiamine pyrophosphate
78 . THIERIREFEAMEV tami nf4E EIhEE Z ok - &R 2

A.vitamin DyfF R MHEIERMER » &8 CH1% nTSRERES FImBRAYTAS A -t
B.vitamin DyAJ 48 EHF5 IR BZE HHY7-dehydrocholes terol SRAERK
C.vitamin EEAHE(LIIEE

Dovitamin K& HImmsss RKHES
79 . ERHEDNARYAERERE B AR ME - 1 B TR B BRI R DU T T RN R 2T I8 - H pi e A
(telomere) BMEIS (guanine) & EEE 2 BHREDNALL NF A4S IS E AR R AIREA 2

EERDNASE 1
. = HLDNA%EFE

. VURSDNA%E 1

o W ==

. FLHEDNASE R



80 . Whilifcoenzyme A&HIEHEA TR ?
A PRUEVERZE % (uracil nucleotide)
B. HEmsER% £ % (cytosin nucleotide)
C.BRIFeZH% (adenine nucleotide)

D. BIEFZ S (guanine nucleotide)
81 . W ALENYIAHAE F HYDNA[EDE R EE4H (homologous recombination) #8F% » ANFREE NAI{a[# ?

A .BRCA1
B.MRN complex
C.RAD5I

D.RAG1/2
82 . RIGHFE Z DamFHELES (Dam methylase) FADNAYE B oA MThAE Fyfal 2

A FEPRMELE (uracil) #EFTHAAL > ESERNIAREIE (thymine) - #E{TDNAE{E
B. fEREMELE (cytosine) [FAHEfTHIRE > #ESERLS- FHELAEMELE (S5-methylcytosine)
C.FEE5CDNA > DAE FDNASEERABCEHEIE (mismatch repair) Z AT HGHFE

D. ¥FgpzmEnE (thymine) FAYFAEFEIR
83 .t & (DNA photolyase ) B{EEIE G (pyrimidine dimer) FEZE NYIfofE#HBIA T (cofactor) ?

A E#ESA (coenzyme A)

B mpimsszppms i (FADH )

E

C.WEfEMEIZEE (pyridoxal phosphate, PLP)

D.#HA8Q (coenzyme Q)
4. THIERMEELEWIAEEE (the initiation of protein synthesis) AYRGM » A& $EaR ?

A fMet- (RNAMC G A1ERHERS (ribosome) HIPRLE
B.factor IF3R]DASEETEIZIERE (ribosome) HY30s subunit
C.mRNAZE%R (5') AUG > Arii%ofEfe (ribosome) HIAMIE

D.factor IFI4S&{ERMERE (ribosome) HYAMIE
85 . FFE P ZMINE R A IHIAE P E 0 EEEE - NI E N EIHIE D EEEE RN R ?

A VTUERfEZ (tetracycline)
B. 1N Z (rifampicin)
C.4If#Z (erythromycin)

D.##f#Z (streptomycin)



86 . MYIEEARFHEEN (allosteric protein) HYRFE?
A #4E¥ (operator)
B. #lIf¥ (repressor)
C. @1 (promoter)

D.5Z& T (inducer)
87. FHaZHE A iEs%E§ (reverse transcriptase) ZidME?

A.telomerase
B.hammerhead ribozyme
C.RNase P

D.RNA polymerase II
88 . T¥I A FHpyruvate dehydrogenase (PDH) JEEEAIE > gk » (& sEaR ?

A . NADHE ]I/ PDH; & P4
B.acetyl-CoAEr[IfIPDH; &
C.BEEZ (insulin) &#E##PDH phosphatase[IHIPDHE M:

D.ATPEE#EPDH kinaseH I IPDHE M
89 . NI AR BT o 7 O RS e i) (anomers) ?

A .D-glucoseflID-fructose
B.D-glucoseflID-mannose
C.D-glucoseflIL-glucose

D. a-D-glucosefd B -D-glucose
90. T¥IEE glucoseFE NFAMALMER S AR - a1 & Ean 2

A. glucose AR EY) 2 —Fslactic acid
B.pyruvaten[f# L Aacetyl -CoArE—5 (5
C. J2ENADPHf# g lutathionefRiFEFIREE

D. glucosett 7T LAFIFpentose phosphateRiE
O1. FHNIE R RIERAGHRATE AL (type 1) HEPRIE A HketoacidosisEA ?

A K2 (oxaloacetate) A&
B.fi#% (ketone bodies) EEEZ
C.EEREIEER (TCA cycle) Jn#f#EfT

D.f#HEER (lipolysis) &
02 . FHIRAFA4HAENE (plasma membrane ) HYRCHE] % EME ?



A RZBEAEFE S A E 2 E U ERVERE
B.HEIEEE (cholesterol ) a7 LN 4B 4HAEHE -
C.HEEEE (cholesterol) HaRFEN NIHLHAHE

D.BEEEE (cholesterol ) MR {FAF A YIATHERE
03 . Y ERAEREEE (cholesterol ) AYRUIL » [al& SR ?

A EERZ A48 @ -oxidationEARE R
B. acetyl-CoA /& EIRE A= & Ay AIBEY)
C. WEE R R4 £ RDA S AV AITBEY)

D. B -hydroxy- B -methylglutaryl-CoA (HMG-CoA) reductaselfE{b Rz I bl s A & a0y 3o e 45 B
04 . FHIMalfE R R n (G EE £ S EIE (pyruvate) MeBifb& (hydrogen sulfide, HyS) 2

A. i ERE (methionine )
B. PRt (cysteine)
C.%& % (serine)

D. &kf##% (threonine)
05 . ¥ el e pz ALl o] A R HEY)E v - T % (7 -aminobutyric acid, GABA) ?

A . B:RElE (glutamate)
B. Hifzl% (methionine )
C.&ffEE (threonine)

D. A4 (alanine)
06 . NIEtEEASA4E4% (brown adipose tissue) H » thermogeninlFH %Al FE4EE 1 K 45 B P HEE i (1A L i
7= MU EREEEIRR ?

A.ATP
B. sy (1)
C. w7 (Ca2)

D. g7 (Na®)

Q7 .Cyclin-dependent protein kinase (CDK) FFEZEZ FHI{alZHH] ?
A.lamin
B.myosin

C.p21

D.retinoblastoma (Rb) protein



08 . ABadmitric oxideFANO synthaseEpkiF » FES{mlfd B fiG S BRI JFE 2
A RF94HEEHE (asparagine)
B. &g (glutamate)
C.kEHE (arginine)

D.fsflE (tyrosine)
99 . BEHSEHC (phospholipase C) 7Kf#phosphatidylinositol 4,5-bisphosphate (PIPy) » EHFEEAIREREN

EfHIE# (second messenger) BLE FFI{aE 2
A, ZEEEH (diacylglycerol)
B. BiAaEgEALEE (phosphatidylinositol)
C. cAMP

D. cGMP
100 . B R EERS DA EEZNEZE (DNA) R BETTELE > Tyl 2 A nTREp R A 2

A . [R#IES (restriction enzyme)
B. &lE % EE S &8 (RNA polymerase)
C. %8s (reverse transcriptase)

D. %4 (polynucleotide kinase)
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