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1. NHIALA SR HEAZ T > AR —HEAZ B NS (cerebel lum) A EHFE H KSR G HAS ?
A BIHRHHE R (oculomotor nucleus)
B. = X 4% H#E1% (spinal trigeminal nucleus)
C. = X h4%r8H&H% (pontine trigeminal nucleus)

D.FiiEt14%F% (vestibular nucleus)
2. E7E (primary visual cortex) TEH FYIMeEHLEME 2

A. F/NESEIAR (superior cerebellar artery)
B. A AKHSEIAK (anterior cerebral artery)
C.thRiSEIAR (middle cerebral artery)

D. & KHSEIAK (posterior cerebral artery)
3. A& (basal ganglia) {EHAHVMHESARAERE A THIERS (thalamus) HYAB—{EFZ1E ?

A BERTHIFZ (ventral anterior nuclei)
B.Hi{Hlf% (anterior nuclei)
C.HE#&YMHIF% (ventral posterior lateral nuclei)

D.#E#&AMHIFZ (ventral posterior medial nuclei)
4 RIS E S H 2 AR EE5 8 (corticospinal tract) » —REREME NYIA[EE ?

A JERSHI$ERE (pyramid of medulla oblongata)
B. FiSHVELEEH (basis pedunculi of midbrain)
C.IERSAYEED (basilar pons)

D. NEZEAYHIEE (anterior limb of internal capsule)
5. FFERRST (muscle stretch reflex) » BEFEEAFESZES (Golgi tendon organ) HYERFRHIFE BEEH
A RAS A 4 B T Y (e FE Y 2



A.group la
B.group Ib
C.AO

D.C
6. TEIAE AL ARG AR ?

A.angular gyrus
B.Broca's area
C.transverse gyri of Heschl

D.cuneus

7. THIAEA EPNMER ?
A.BRFE (saccule)
B.MEEIZE (utricle)
C.E4#%E (cochlear duct)

D.5 %= (scala tympani)
8. ML E AL A 2 570 - &R 2

A VBHEZE (trochlear nerve) ZHC ERIAL (superior oblique)
B. @RS (oculomotor nerve) HC &ML (inferior oblique)
C.EHE14E (oculomotor nerve) ZEC/NEML (lateral rectus)

D. #iR#4% (oculomotor nerve) SthcHE FAREGHL (levator palpebrae superioris)
0. FHIMa FEIERL (buccinator) HHFHEIHTHHAS D 2

A. EEHIL (superior rectus)
B. E#&HL (superior oblique)
C.4MERL (lateral rectus)

D. #&fHL (orbicularis oris)
10. " ¥ AT | FEERENR > AL T EIRGER 2

A FIEEEES L (vestibulocochlear nerve)
B.fi7% 85 (organ of Corti)
C.Hi% (cochlea)

D. 4N (external acoustic meatus)



11.EEMHLE (lingual nerve) JABA M (infratemporal fossa) PNZ4EH% » FHIAREEALZE (papillae) Y
— R R B R R A RE T R

A EREGIRAZE (vallate papillae)
B.EERHA.ZE (foliate papillae)
C.480RA2e (filiform papillae)

D.EFRAZE (fungiform papillae)
12. &5 (angle of mandible) BEAVREEEAIRE > AxIEEE NIRRT HE 2

A.JEfHZE (buccal nerve)
B. EH A4 (great auricular nerve)
C. ¥/ 4% (lesser occipital nerve)

D.ZE 4% (mental nerve)
13. NHMa B R 2B RS E (pterygopalatine fossa) ?

A i85 (sphenoid bone)
B.#8%5 (temporal bone)
C.F2 & (palatine bone)

D. #E% (maxilla bone)
14, FHNEARIESEEIAIL=F (muscular triangle) AJ?

A B9EBARHL (sternothyroid muscle)
B. FFREE (thyroid gland)
C.52% (trachea)

D. 4P EENAK (external carotid artery)
15. BATABE EARQET (thoracic cage) WY » TR EH &G E

— B — RS —HgtE (thoracic vertebra) DAREEESEME (cervical vertebra) HH$#
B U EFIME (sternum) - #875 EH B ERE
C. 5B R s /SR MERY N RARHENTE (inferior costal facet) AH#E%

D. 55+ —Hatfe i@ E A SERIBAETE (transverse costal facet) > RILSE+—HrE HAEHEN (head of
rib) RISE-T—HafErH Rz
16. —fIEN T > T E & E R BRI LB L B A P& RS A2 BLL B S (cardiac

reflex) ?
A.#EFEMLE (vagus nerve)

B. SHERAC N HAE (cervical sympathetic nerve)



C. A Biia® (thoracic sympathetic nerve)

D. fa RN 4% (thoracic splanchnic nerve)
17. ARV EREREE (transverse pericardial sinus) HYBREHI BRI > THTERGE

A firfE _EREERAR (superior vena cava) HYFGJT
B. iz fERiiE#Ak (pulmonary vein) HY%JT
C.AELLE N

D AZAEATEIRER (pulmonary trunk) EZFEAR (aorta) 2
18. NHIER 7 B e AREIR IS ZE e N T RE ISR/ O s ~ Ao O ZE pBE B RS ~ LR DR = R fREhE 2

A FiZER S (anterior interventricular branch)
B.%& =t (posterior interventricular branch)
C. ¥4 (right marginal branch)

D./E#E)ESL (left circumflex branch)
19, FHIER EAIGEERE (mesentery ) HYRERS 2

A+ 505 T I%E: (descending part of duodenum)
B.F#E (appendix)
C.ZAReERS (sigmoid colon)

D.f&E45RS (transverse colon)
20. ZHECE K& EE (greater curvature of the stomach) HY/ESHEREENAR (left gastroepiploic artery) -
JRE TEFIHAMEER 2

A.#4E8HTEIHR (common hepatic artery)
B.EAE#HK (left gastric artery)
C.#58Hk (posterior gastric artery)

D.B5EIAR (splenic artery)
21 . FIREEE N HAYRR A HIETT (medial umbilical fold) - ZRFERE (peritoneum) EL7 NYIATHEASHERTIZ R ?

A.EfEE (vas deferens)
B.iB#EHE (umbilical artery)
C. FHEE¥EIHR (superior epigastric artery)

D.HF8#Ak (hepatic vein)
22 . Fi NREEEN 7 ARG L ZAFER YA —E 2

A.Camper's fascia



B.Scarpa's fascia
C.PEAERESE (transversalis fascia)

D.FEffE (fascia lata)
23 . BEAREIYIIRE (prostate) » RHIRGIAIEFER ?

ABRTHRREZHE, (glandular tissue) @ i E@4ELA4HEE (fibromuscular tissue)
B.1&R M ERG (rectum)
C. HimRitER FE AR H LM EIK (superior vesical artery)

D.HiZIAREFAES (prostatic venous plexus) FIFERFAERIREE (vesical venous plexus) FHZEIH
24 BENEESES SRR (deep dorsal vein of penis) @ RAIFM(E IERE ?

A, EEUYTE

m

Fe 5 7 Y I
B EEEEEH > ML RAE (Buck's fascia) AYE/E
C. e BIRY7 (fundiform ligament of penis) #EAE 7hHE

HEAF B SR IR AFTYIIREFARE: (prostatic venous plexus)
25. B B EETEEAILA > YR ] TR 2

A ApEgaRRall (ischiocavernosus) U4 rBRAEE2EEER (bulb of penis) -~ AEIFUERFIEEEZE
B. AHERR 151 » BRS47EEHL (bulbospongiosus ) Yk B AR 18 N 4 FRRHE
C.ALE 54 REH (ischiocavernosus ) [ &fafE (perineal body)

D. &fa2tEHL (superficial transverse perineal muscle) FfZEMAAEH (ischial spine)
26 . FEAEERE (urinary bladder) RYFHEE D » FHIRC A E SR 2

A FHEMIZS (hypogastric nerves) HL& ZECBEIEAIAC R L4 4E (sympathetic fibers)
B. BNl H4E (sacral splanchnic nerves) B&ZHECHEMEAVEIRS BUHEL44E (parasympathetic fibers)
C. AR ak A4 (sympathetic fibers) AIRIFIRENFELIHL (internal urethral sphincter) W%

D. B4R 44t (parasympathetic fibers) FJHRECERAL (detrusor muscle) Uk
27. NHfaE E 5 NEIR (subclavian artery) HYEBET S ?

A. FH@EIAR (superior thoracic artery)
B.4MEhHk (lateral thoracic artery)
C.HgEhPk (internal thoracic artery)

D.Hg/S&BEhHk (thoraco-acromial artery)
28 TNHIMeEER B AR RTAILEEAAE R ©

A ESHEERAET (flex hip joint)



B.4MiEAHE (laterally rotate thigh)
C.fHEERIET (extend knee joint)

D.{HERERALT (extend hip joint)
29. NE B e @I 7 S sk g

A IEH$H4% (median nerve)
B. ALEZ#H14% (musculocutaneous nerve)
C.EEfg% (radial nerve)

D. 4% (ulnar nerve)
30. 055 (femur) AYAUL4EET (adductor tubercle) firiMalig ?

A.Ki#ET- (greater trochanter) PN{H]
B.N 8% (medial epicondyle) 77
C.4p F#E (lateral epicondyle) FJ7

D./NEF- (lesser trochanter) #pJFF
31. MFIM A EEEK (popliteal artery) HY73SZ ?

A FEREEIK (descending genicular artery)
B. FHE#ENHK (superior genicular artery)
C.HfEEIHK (middle genicular artery)

D. NiE#EAK (inferior genicular artery)
32, FHMEAN B A AKIEAHRE (neural crest cell) £TAEMIRL ?



A BB EZEANRY (melanocyte)
B. AR E & 48 T (postganglionic sympathetic neuron)
C. FHRERE > JE MR (follicular cell of thyroid gland)

D. & RS e ARHE (chromaffin cell of adrenal medulla)
33.% (tongue) M EHMET » A—IASEGIHEFEE (copula) » HEE G WAL ?

A.ZE—IAS (first pharyngeal arch)
B.ZE_MA= (second pharyngeal arch)
C.Z2=IA= (third pharyngeal arch)

D.ZEVUMA=S (fourth pharyngeal arch)
34. 2 MEf2E (vagina) HYSE » & NI ERS S ILEZE ?

A HPEYE (mesonephric duct ) EAFRYEES (urogenital sinus)
B. FEE (mesonephric duct ) BAZEEEERE (sinovaginal bulb)
C.EBIH 8% (paramesonephric duct) HAE[2EERE (sinovaginal bulb)

D.EBIF%E (paramesonephric duct) BAAFE4EET (genital tubercle)
35. RHIFEETRE (medial umbilical ligament ) EZE A {a[fiGayigpn ?

A BBEIHE (umbilical artery)
B.PEERAR (umbilical vein)
C.EFHRE (ductus venosus)

D.#PRER (ductus arteriosus)

36. (gL FEAE S (neurohypophysis) Ef74H ¢
AU (telencephalon)
B.fEM& (diencephalon)
C. & (mesencephalon)

D. 58/ (myelencephalon)
37. NYAMERE SRS - A IR B A AIRERYHIE (lateral domain) ?

A.[EfEEES (gap junction)
B.ZL##H:4 (adhering junction)
C.¥f5Hr (hemidesmosome )

D. B4 (tight junction)

38. THIERAREVEERAILANAE (skeletal muscle cell) AYRUIL » (o4& (EHE ?



A FEABE AR 2 FFE R PR RS (gap junction) fHIEERE
B. 4t (plasma membrane ) WIUEREOM (terminal cisternae)
C. —(ELE TR EAHARY T /VE (T tubules) :[E4HEE =HEE (triad)

D.=H#Es (triad) 204 HLEN (sarcomere) HYBHATEARIS A HERE (A-1 junction)
39, NAMAEAFAER RSN EIAYERS (cartilage of articular surface) ?

A ERERE (perichondrium)
B.37FRlE (hyaluronan)
C.%#BHEE (hyaline cartilage)

D. [EJR4HAEAE (isogenous group)
40. B4R (bone formation) HYAUHL » {a[FIEHE ?

A A (flat bone) EYAERY EEEFEWE AN E{LIEA (endochondral ossification)

B.FEPEAE (intramembranous ossification) Hf > F&t (spicule) MIARIGECE/IMEHESE (trabecular
network) - [HEMME B EMH4A R (interstitial growth)

C.£% (long bone) #ITHENEIL (endochondral ossification) B » & HFGIAR K ARV EALH O

(primary and secondary ossification centers)

D.#EANEAE (endochondral ossification) B » B E4HAE (osteoclast) &{EALAIE (zone of
hypertrophy) S5 E'E
41 A HeEET (sympathetic ganglion) ANRYTHLETT » B NYIfafE AR ?

A28 (multipolar) KT
B. A (bipolar) fH&LTT
C.1B&EM (pseudounipolar) FHLKTT

D.{AEMx (pseudounipolar) fHECTCELEEMRAY (bipolar) MHE&ITTRS
42 . Ny TR R A A RE HERAERAE & (olfactory epithelium) ?

A ZF4HHE (supporting cell)
B. A JE4MAE (basal cell)
C.FlR4HHE (brush cell)

D.#RIR4HAR (goblet cell)
43 JH(bET > NIRRT =F AN E S E 7

ABRE (villi)

B.AEE (lacteal)



C.EE8%5% (plicae circulares)

D.45R5AT (teniae coli)

44 HRAZF R (epidermis) THYMIRANAE (Langerhans cell) ZRAl » Al EhE ?
A G E AT ER R TL @ dRE
B SEFRAEAEE (stratum basale)
C.2PUA ZF4HAE (antigen-presenting cell)

D. Rt <225 (mechanoreceptor)
45 BEFEARIEIEE (thyroid follicle) HEEFITHEERIRUIL - NI & EHE ?

A FRBREHETZ A/ MERL (CEAR4T 2 mm) Z FGRBRIE/EATAE AL

B. FHRHRIEEANAE (follicular cell) HREEFFIRARIEAG (colloid) FTiRplchy HRBRIEME - 2 FIRBRAVE AR
A BT

C.HRARERE H (thyroglobulin) fEJE/EANREN » &KHIRARSEERS (thyroid oxidase) #E(THUE(ER > Fit
ZEEE (colloid) N

D. AR (follicular cell) AYEZEINEER 7S5 Z (calcitonin)
46 . FHIBEETYIER (prostate gland) AYRGI » {o] & 1EHE ?

A, BEARIRTZ IR T R EFF 2 5 LAY RI Y IR 5E4588 (prostatic concretion)
B.Fi5IRHE (prostatic carcinoma) Az 8 E 4#aEE (transitional zone)
C.HIFHRAY L (central zone) AyRIYIHRHRBSLHARM R A S

D.fRESFESEE Y E VIR (tubuloalveolar gland)
47 8 NRGALIMERE A NS R 2T - A 5 REIHEAR AR R 2

A.100 mM NaCl + 200 mM KC1
B.100 mM NaCl + 200 mM fRZ
C.100 mM NaCl + 200 mM %%

D.100 mM NaCl + 100 mM &%
48 FRIEREALAE4E (skeletal muscle fiber) HYSHMIEENL (endplate potential, EPP) - I HL(A & & By
7
A R EE K AR A R BRI Z &S (acetylcholine ) €PEARAERE (sarcolemma) FAYEHAIAZ SR
(muscarinic receptor) 45& @ RnE4: EPP
B.EPP BRI AR EHHEET (K SR ANARAEA FdRy—FE8EEE L (action potential )

C.EPP & 1535/ V& (transverse tubule) EIEEEFEHIARAENET > (EfEAAE4E (sarcoplasmic
reticulum) FERESHEET



D. AHEIFEHEZR (botulinum toxin) PEHGHESHACMMEARMN AN DI ZEEIESS - (515 EPP 8]\ » RE
GNP ar R
49 Fe—yi NG P& st - ([EAIHIRBRE_EAVIREE - A& RA rRe R RSN E ?

A.Wernicke's area
B.Broca's area
C.angular gyrus

D.arcuate fasciculus

50 N H AR W A2 R 7 4 A B AL 2
A. 1% F# (supraoptic nucleus)
B.#i X % (suprachiasmatic nucleus)
C. 751 (amygdaloid nucleus)

D./&RE (hippocampus )
51. THIAREE EMEEREERIRCIL - (&N EE ?
A. B FEAHEE SRS IRLEN P It Ry BH A AP
B. SN AL S 4 Y B T A B AT R Y R B TR A e
C. BIAZ RUAHAE 2 4R B 1% B S TR A (S (S F B0 Z FhE i

yiss
D. BARZ g AHE - BIRC R4S 2451 B F A8 g — R L e SR AT A AT 4H 45
52 fHEKHEEYVE (neurotransmitter) BIHEHAAEENHEZHE (metabotropic receptor) ZHCHf > A/ IE
W2

A.norepinephrine— a: receptor
B.histamine—5-HT: receptor
C.acetylcholine—=nicotinic receptor

D.glutamate—AMPA receptor
53 NAERS BT RE R SZ B B NZE » S E 22 NYIH— (S 2 TIRE ?

A EHE (semicircular canal)
B.#5EZE (utricle)
C.EkZE (saccule)

D.f#F 28 (organ of Corti)
54 TERIC B A BB IIE L T > NS A RIIRER 2 S ba A T RESE 4 2

A BEIREE (ciliary body) HYFRAILEEEFEAULLEIREE



B.F&E /N7 (zonule) HYSEJIHE RIS
C. 7K LRI AR [ s R

D. B FLIF R )N
55 AE—fBasnEEh N R I FE N o FREAILFTRR ATP i m] RE Z AR Fyfa] 2

A HERHBE (fatty acid)
B. &M (glucose)
C.Z#2H'E (protein)

D.WkR&HR#RE (creatine phosphate)
56.B155 1 AIEREALARMERELL - 2X BB RSRLABME A (TR TE] 2

A 2X BUARAER B 2o M 4Rfe
B.2X BUBRAEE K5
C.2X Bld«e A 2 EAIHI4LEHE (myoglobin)

D.2X BUFL A4 2 fouin & B IEE %
57. NHIRARR AR A AR RIAY AL > {o]5 5 2

AN R 4B S s A AR 2 E( BRI (tissue plasminogen activator)
B.IMAFZIA (plasminogen) FEE(LAZIMAFZE (plasmin)
C. AR AEE H R R ERE4EES (fibrin)

D.44EEN (fibrin) Bl HARMATZEFE(LA] (tissue plasminogen activator) &5 IR 2 &Mk
58. NI BRI ERE (electrocardiogram, BCG) SEBRLNATFTAVAERELR M - A& R E ?

A MR EEE TR EE BT N =i Chyperkalemia) W AR lead IHE RS TH (tall T)

B.—&hF=(HEHET (first-degree atrioventricular heart block) BF » £ lead I 5% & PR interval
CEy)

C.DL aVR BEFREFEECHEE BECG » Al lead TTAMPIAY QRS K - 39 Kyla) Efm&F (upward deflection) JEHE

D.T RRF= =ML - KL VI-V6 (precordial leads) BY T @ ¥ kA FmAt (downward deflection)
7
59 . GCER L AHREAVENEEALIY - (E St LB I A — B m A B e S e (initial rapid
repolarization) » YA ETEASN T ZHH] ?

A BARASARE TR - T BASEE T
B. BAPHSAEE T - TR &k T

C.[BARA L- type $58f 1878 » 75 T- type #5814 H



D.BARA T- type $58E i > FT5# L- type $58f i
60. 2L = AILANAEAT SA node AMRREEALAIELES > NHIAR—RliR Rl 2

A WTEAI S A B EAEF IR, (steady resting membrane potential ) > ¥J%YE-90 mV
B. Wi fEATAEE £ ENEE AL B A IR (plateau phase) » EEIZEA AFTHE L-type Ca™ channels
C. iV iEAHAEEEE AL At b > T3 2N AFTF Na’ channels > {815 Na Ui AZHFEMI & RY

D. W TEAHAEEN (F B ALY E - EEEENATIFE K channels » {153 K7 AR Ak
61. NHIMER ~ LB Z E1E - RS AETENEE EFHHIR A ?

AL IMEE ~ Lok R

B.IMEE BT ~ LBk N E

C.IMEE ~ kR 7t

D. MBE FRE ~ LBk E7f

62. —r LT » HESERM P A RERE 200 mL/L > £EBEF0HFEHE (oxygen consumption rate) A 250
mL/min ° ELHI4EAY CsHE (cardiac output) A 5 L/min » MALZEEREE 16 ¢/dL - i HASEHAKIM 45 & E M
41Z FAYESREE (O bound to hemoglobin) 5B RN 98% » RIAhAIRSAFARIIL - SRR Bl
Hl {2 2

A.150 mL/L

B.146 mL/L

C.143 mL/L

D.47 mL/L
63. MHIRTRGRAS > BES1H E 760 mmHg > B T LU NFTAE sy PASE > HERE BER » & AR AR SR

s > gootEssimEsE (minute ventilation) A ?

IS

A 21%E R +0.05% — & (L%
B.5%E A +0.05% & %
C.21% &R+ 5% & th#

D.S%EFR + 5% _FE b
64 . FFEEREAURE EIRE AT/ NG I R 4R B - B 2 A8 F Rl e =R U 2

A. 94Kk FE2EES (primary active transport)
B. x4k F#h7Ed (secondary active transport )
C.HE5UEA (diffusion)

D.NEIEA (endocytosis)
65. NHIfIE BN E (secretin) AYE: T ZHAYEBHER ?



A RISRE B AR I T ROE 2 R R = 2 43 kb
B R oo MR R S R B 4
C. 55 B b I AR e~ o A AR S AR 43000 gastrin

D. ISR b B AR Sy b T RO 3 5 BR 4o odh HC
66 . HBH IEF AEHE N T 2 B2 B EET (renal osmolar regulation) - NFIRCUAE i fyii

A AL FEERE /N 280 mOsm/L B HIEGiAI RS (antidiuretic hormone, ADH) 43ih

B. I LB EENMAT 2 ERRRE (threshold) > ZELLRIEG AR IS (antidiuretic hormone, ADH) 47
b FME R

C.PiFfR1E 5% (antidiuretic hormone, ADH) {F¥ThmE/NE ¥ /K F B SERIL

D. FRIBFRAAERIENG 2 2 ABRHE > 7= 1200 mOsm/L » BYEE 50 mOsm/L
67. NHIRHINE/NE/K T AR A0 - & $EaR ?
A FIRE TR (descending limb of loop of Henle) TFEREAZE—AIKEE (aquaporin-1) M¥7Ksy
A= EEENE
B. FAE EFERHHR: (thick ascending limb of loop of Henle) FZNEFA I — EipHEERES (Na'-Cl°
cotransporter) #EEFHRUTKTT

C.ZFIRE R ATAESMIIE (basolateral membrane) FZEREASH —FFR T =H&EE (Na'-K'
ATPase)  EURETTEISNEET K Ko FRUL

D. B/ INENIRATFEF = RS FAESHRE (thick ascending limb of loop of Henle) #E A&/ NENSZIR(K
sk (hypotonic) jRML
68. NHIE REHEE Z A A0 A B R A AOI - fr] 5 B By il

A Mgl ek e RAV A EM

g

?

B bR 5 22 {1 HE iy e B i 7 2R 2
C. RS R G e AR AHARAER & R

2%
%=

D. S E g (RSN ER/EA (ketogenesis)
69. NSRS Z AR {EZ (thyroid-stimulating hormone ) HAMEEI alpha ZEEXEIT (subunit) ?

A AEEHZ (growth hormone ) BLF.Z (prolactin)
B. & f7{E£Z (adrenocorticotropic hormone) HLEMFZ (follicle-stimulating hormone)
C.PiFIPREZ (antidiuretic hormone ) BfEEZ (oxytocin)

D. =84 k2 (luteinizing hormone ) B AJEAFEIMEREHEZE (human chorionic gonadotropin)
70. & SRS NINEIEIERS » NAIE R B S 0 b 2 R ] & e A

A EIAE NEEZE 40 mg/dLEF - B ERRZE (epinephrine) & RETID



B.ZEE )] (stress) B MAFFEEZR (cortisol) Y &g
C.ZHBE NG - GRS T A RS ATRE e B EIRFREZE (ACTH)

D.EREIE (circadian rhythm) ©SEFHEE DIREEZR (ACTH) BYSW
71 . N fESFIhRERRAE » HralREE RN (pancreas) beta AR EEMUER N » DIBEE Z=
(insulin) ZrMET% 2

A EEEEREN (glucose transporter-2, GLUT-2)
B. Ej&fE — $58E 752 [ @i (glucose-calcium antiporter)
C. & E — 1K A EEHE S (glucose-chloride antiporter)

D. Ej&E — pEBE H[EE B H (glucose-amino acid cotransporter)
72 B RN I FHARIRVIERTR 2~3 RINFTERR IR EE » Ty i il aE s 4 2

A AR PEERETHE
B HIEE LA E T N
C. BB $5afE T AR E A T

D. A b5 TR N
73 . HRAVNEIEE (follicle) WYAER » IR & A EE?

A RN RGN (primordial follicle) @ EEEHIA GEGHE S RYIACEM (primary
follicle)

B. ¥4 AR ON REAHRE Coocyte ) BFFRIAHAE (granulosa cell) ZRIAZEIAT (zona pellucida) FZRK
C. B&EHATIHE » BRI R > g —(EES2EE (dominant follicle) > EER|EZMFEIEME

D.EEAZEZYE (atresia)  fEIEREIBEE 2 SRR & AT gEd 4
74— 12 [EREEREIZ R 2 AK (polypeptide ) &A #&(EHEALSE (peptide bond) ?

A9
B.10
C.11

D.12

A EAEHE ERZIRETIRE

B. = — (ke Y = 4T
C. ER 75 B E IR AL
D. A g BLHME S EHEIER



76. & M4 E (hemoglobin) i 2,3-bisphosphoglycerate (2,3-BPG) 45415 » &8 BN T 7 {afErugk 4t
1 ?

A.RjR%E (R state)
B.T/R%E (T state)
C.AFERE (A form)

D.ZRE (Z form)
7. NHAB—HedAfE A= 2 7 B B B UL 2

A.vitamin A
B.vitamin Be
C.vitamin Bo

D.vitamin C

78 . BAFS NBARHAYIAL - NAI{aEsaER ?
A NEAEREA - RE T ERMIRREAIAN ST (intron) FTET - K A HE M
B. AR > 48 40%7) DNA B E 4mtsE A E
C. NJRELREH TP &yA — 8% 5 (transposon) 4HEY

D. ERZAYZ RS aVE S (A% 2GRV Z0E ) Flmfr (AL FeaieRs ) S EARIREEYEE
DNA 51|
79 ALEEEEY) S-fluorouraci | $8FEZ/E B LAY 5-fluoro-2' -deoxyuridine 5'-monophosphate (FdUMP) - &
BT %1} o e 2245 A 4111 DNA &K 2

il

A =SS ERS (xanthine oxidase)

\

B.

]

LR S KBS I (carbamoyl phosphate synthase II)
C.HEErHilS (adenosine deaminase)
D.W9E s & RS (thymidylate synthase)
80 . fEHiAEESH (1ight chain) AYAERKMEFET » VIEEL ] WAVEELHDA R, T &EL C EAVEEAH 5 B E AR E g i
7°?
A.DNA ; DNA
B.DNA ; RNA
C.DNA; EOE

D.RNA 5 RNA
81. B NG RE S R S BRI Ryyi Y s i 2

A BEREE A B G



B. A RRAY DNA 7K il 22
C.fZEEsHMEE B DNA HURSRERE (fidelity) NE

D. & B /KR g A V) B S R S EE
82 (ESEEARCHHENE (mismatch repair) HIET - ARGAFEEA I AIEHIAESCEAMIRE DNA - DUE R DNA (218
B

A EHaREErE (thymine) _EAVEIERSES:
B.{EFRMENE (uracil) HEEfTHEAL > EERHIIRMETE (thymine )
C.{EPRIENS (adenine ) F#EfTHEAL

D. fEREEEE (cytosine ) Fi#ETHEAL
83 . A HoAE M - tRNA & 1%EF (aminoacyl-tRNA synthetase) ELREsA2e8iE » MR EHMELEME - HE
HEER tRNA 3 TRV — K - B2 R 0 fe EZC NI R R 2

A BB ARREEAN » R tRNA 231 0] DU 25 fl i Ll
B.EHE &R R gt - ERIRERENEAEESE
C.EAHBEAKREIE » KB - tRNA & RBEAE L E B f 5 EE 2 tRNA

D MERE M AR HIZE5E (RNA » 230 (RNA 70 T A e ASZTERERY A {7 BE - [H st
84 . A E R E EAZAHAE RNA BX &G I > TFIH WEE TR E A YA BINAE 2

A. =WEFERREFY/KAZE (ATP hydrolysis)
B. i g LA R S RSHI T
C.EEEE L IEEls (helicase) BUYES (kinase) AYEME

D.#EER{E ARV L
85. Az AP - AL NI EELERE (operon) ErP#R(ET- (operator) FPAIEZZH NI TH#E T4E

=
A.suppressor tRNA
B.miRNA

C.1inducer

D.repressor

86 . BN AR (B 4t4H ( trp operon) ERFZETRAVECIL » A R s 2
A.FIERERL R —fER CEEE =R (transcription attenuation) AYEEZ
B. &M (tryptophan) 7KSPHMEES » rrp operon ZEEGk{E FIAF HASRERL RN WiEes: > mi (22

(attenuation)



C. AR B8 228 (transcription attenuation) fERH » & E R IELIE B A HE4S S IR HIE
20

D. 4wt AT BRI Y | hE &0 BRI FHS T H15 rp operon HYREER)E M2 2 4HHE o (g
(tryptophan) HV& EFTHETE
87. TN FEAEH IR - H& AU —E G S B - si] BB EE Y ATP ?

A HHBERE (glycerol-3-phosphate)
B.6-Tkls A ERE NN (6-phosphogluconolactone )
C.5u0E 1,6-#65/ (fructose 1,6-bisphosphate)

D.1,3-#EREEE H ML (1,3-bisphosphoglycerate)
88. NHIA & E4EiERIZZ0E (structural polysaccharide) MIFEREEFEAIZMAE (storage polysaccharide) ?

A.cellulose
B.amylose
C.amylopectin

D.glycogen
89 . 4MAEAE FA & (glycerol ) ZERAVE S MIEE R ¢

A BEREEE (cholesterol)
B.®5HsiEe (phosphatidylcholine )
C. ek iRz (ceramide)

D. & ESRERE (sphingomyelin)
90 .NADPH AsHeE &R HH B FEEME AR - &5 | 555 palmitate 545 H.1Y NADPH ?

AT
B.14
C.16

D.21
O1. BRI M = (R EAHEE S LA A R - I8 10 2

A MFERIF > FHEZR MR BT D AsRnRE#E AR SrieE T b

B.MBEEE - FHREZR M TR 7 B HERIREE AR SREg T TR

_[

al

C. =N - BREZRIM TR LT BUVREHIRHE AR SRR TR

D. MUFE(REF > BRE R MRS BT - SRR AR ARG TSR b
92 FENASPRRCHTER (urea cycle) #FEH > oI malti Y] ?



A ZRRET% (glutamate ) FERCHHEBET (NH) BUFCEHIE S8 AR AE ARtz 4385 (mitochondria) > JRZE
(urea) MYELZIEFFREAAEE (cytosol ) HH#ETT

B.%kf# M. (glutamate) FERCHESET (NHS) AUCEHE B EERTEE(ERE (peroxisome) H1 > JRZE
(urea) MYEAZIEFFREAYAIAREE (mitochondria) HHETT

C.ZAfHE (glutamate) FERUHEMET (NHO) MIRE (urea) EEARY—EHCHHTE LR RRATRISRBG
(mitochondria) F#EfT « BUSHIHYIRE (urea) ~ FELLHEM (vesicle) AR R AL

D. k% (glutamate) FERUHEEET (NHS) FIFRZE (urea) EANVHRER > —HESr G E FISTERT g
HWE[EAS (peroxisome) HHHE(T o BUEHAVRZE (urea) @ ZALKHAEYE (endoplasmic reticulum) FIZE
A (vesicle) Fh[EIHEEEH] 2 AHHISN
93 . WEPK v B B B LG R RGNS & K 7 (e fd A B ELl% (ketogenic amino acid) EHEAREEFEMEEM ?

A.HRZE%E (leucine)
B.FERZIE (arginine)
C.Hif#% (proline)

D. %R % (glutamate)
94 S ELNARASIT I (B E - EIERE ) WEHBE SR FHIEE FIER » WwERHE S8 2R
(hydrogen pump) FYREE o NHIRGI A R ?

A.complex I & 4 (ESHE T2 EIEIGEE (matrix)
B.complex I&Kf 4 {E G Bk IEHEE 4RSS (matrix)
C.complex IME#F 4 (EGR BT IAEER 4R FERERIE (intermembrane space)

D.complex IV 4 {E @B F2HEZEN AR ASEEIRE (intermembrane space)
O5. BANIREZ (insulin) sREAE(CHTRRAHREAIRTIE & BES (glycogen synthase, GS) HYEME - THIHEII
& e ?

AR ATEES HOMES 3 (glycogen synthase kinase 3, GSK3) EWEE&(E - &= GSK3 Ml &M » &L GS
B. iSRS OIS 3 (glycogen synthase kinase 3, GSK3) iF&(L - £2& GSK3 & M: > J&(L GS
C.iER P& RS 3 (glycogen synthase kinase 3, GSK3) EmEE&(L » I/ GSK3 sl St » 7E({EGS

D. &R FFEE S %S 3 (glycogen synthase kinase 3, GSK3) BEE&(E - #4] GSK3 Jal& &M » JE(E GS
96. THIERIEEMES A (protein kinase A) JE{BAVFEL » 7] FHE ?

A FREE cAMP 45 & H R ELIT
B.FFE cAWP 45 & H C KETT
C. AR E a4 = H R BT

D FREFIHET&EH C K&



97.Phosphoinositide 3-kinase (PI3K) FZEDIRIE(CANAEARE b AVHR—{E 7 FARFERE 2
A.Ras
B.PKC
C.PIP:

D.PKB
98 . 172 A EFEZHEEE (cloning) A F E%AY DNA #EFTAHRERTZEHS > TN5I#EEE (cloning vector) {a[3& A DK &
HY DNA H E% 2

A.pBR322 &= %8 (pBR322 plasmid)
B.BERFE A T 4B (yeast artificial chromosome, YAC)
EEASEES (phage vector)

D.4HE A T30 88 (bacterial artificial chromosome, BAC)
99 FEIRALEIAMALE - RNA FHE/ERT (RNA interference, RNAi) f2FH/NF#E RNA (small interfering RNA,
siRNA) Fmea® > s iRNA —RRHH 2 (ERZ H B4Rk ?

A 11~13
B.21~23
C.31~33

D.41~43
100. NEWARES T 57A— A BHAR ST EQ BB ELE 2 FIKEEA ?

AL EEREEIAIALA(E (tandem affinity purification)
B. a2 (co- immunoprecipitation)
C. R sHa% B2 4% (immunohistochemical staining)

D. R ATHIE (yeast two-hybrid assay)
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